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2006 —2007  Lecturer, M.D. Anderson University of Texas Health Science Center at
Houston Graduate School of Biomedical Sciences, Current Topics in
Human and Molecular Genetics (Course GS110631)

2007 Lecturer, University of Texas School of Public Health, Pathology and
Public Health (Course PH 2810)

2007 — 2008 Lecturer, University of Texas School of Public Health, Genetic
Epidemiology of Chronic Disease (Course PH 2950)



2007 — 2008

2007 — present

2007 -2016

2009 - present

2009

2009

2010 - present

2010-2011
2015 -2023
2016 —2017
2024

Co-Coordinator, University of Texas School of Public Health, Advanced
Epidemiologic Methods I (Course PH 2710)

Coordinator, University of Texas School of Public Health, Seminar
in Genetics and Population Biology (Course PH 2960)

Co-Coordinator, M.D. Anderson University of Texas Health Science
Center at Houston Graduate School of Biomedical Sciences, Molecular
and Cellular Approaches to Human Disease (Course GS110023)

Co-Coordinator, University of Texas School of Public Health, Genetic
Epidemiology of Chronic Disease (Course PH 2950)

Lecturer, University of Texas School of Public Health, Mutagenesis and
Carcinogenesis (Course PH 2165)

Teaching Associate, Fundamentals of Epidemiology (Course
20093PHW2610L.200)

Co-Coordinator, University of Texas School of Public Health,
Neuroepidemiology (Course PH 2998 L)

Lecturer, University of Texas School of Public Health, Genetics and
Infectious Disease (Course PH 2731)

Lecturer, University of Texas School of Public Health, Economic and
Social Determinants of Health (Course PH 3922)

Lecturer, University of Texas School of Public Health, Foundations of
Public Health Genetics (Course PH 2970)

Co-Coordinator, Epidemiologic Proposal Development (Course PHD
2720)

TEACHING EXPERIENCE: INVITED LECTURES

2015 Neurepiomics Summer School, Epidemiology of Vascular and Brain Aging in
Cohorts with Large Scale Imaging and Omics Data; University of Bordeaux, Bordeaux,
France: “Genetic Epidemiology of Cognition”

Neurepiomics 2023, San Antonio: “Studying Cognitive Function in Cohort Studies”

TEXAS MEDICAL CENTER COMMITTEES:

2010 -2022 Baylor College of Medicine Alumni Association Executive Committee



