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genomic regulation of fibrinogen, assess epigenetic association with fibrinogen levels, 
and translate results of genomic studies into a clear understanding of fibrinogen’s role in 
thrombotic and atherosclerotic disease.  
Role: Co-Investigator 
 
5R01AG058921 (Allred, ND)                                               01/01/2021 - 12 /31/2023 
NIH/NIA Wake Forest School of Medicine  
0.84 calendar months  
Metabolomics of Neurocognitive Risk for Dementia in Diabetes 
Type 2 diabetes is an established risk factor for dementia and cognitive decline.  The 
goals of this proposal are to better understand the molecular basis of cognitive decline in 
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the Illumina Infinium MethylationEPIC array on 1,300 samples in order to       



characterize methylation and evaluate epigenetic patterns associated with gout.  
Role: Co-Investigator 
 
3OT2OD002751 (Gibbs, RA)                                                        09/01/2019 - 07/31/2023                
NIH/OD Baylor College of Medicine      
1.20 calendar months          
The Baylor-Hopkins Clinical Genomics Center for All of Us 
The goal of this project is to initiate large scale genotyping and whole genome 
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isolation and social support; that common and rare genetic variants associated with these 
metabolites are also associated with the corresponding psychosocial factor; and that the 
same variants are associated with incident coronary heart disease, incident stroke, 
incident heart failure, and cognitive decline in the setting of the prospective biracial 
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2011 – 2012        Vaiva Gerasimaviciute, M.P.H. candidate 
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2012 – 2015        Tushar Pawar, M.P.H. candidate 
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2014 – 2015        Tahani Hamdan, M.P.H. candidate 
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2016                    Awatif Albalawi, M.P.H. candidate 
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2020 – 2021        Juliana Wu, M.P.H. candidate 
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2020 – 2024        Nick Labate, M.P.H. candidate 
2020 – 2021        Amna Ullah, M.P.H. candidate 
2021 – 2023        Tiffany Ewere, M.P.H. candidate 
2021 – present     Gabriel Mejia, M.P.H. candidate 
2021 – present     Victoria Paige, M.P.H. candidate 
2022 – 2023         Priyanka Bhardwaj, M.P.H. candidate 
2022 – 2023        Aniyah Zaman, M.P.H. candidate 
2022 – 2023        Aneesa Khan, M.P.H. candidate 
2022 – 2024        Yogitha Koneru, M.P.H. candidate 
2023 - present      Meghna Lama 
2023 - present      Maggie-Kamholz 
2023 – present     Jalaparthi, Hema Sarvani 
2023 – present     Bentley, Shaila 
2023 – present     Bandrey, Dhawal Sanjay 



2024 – present      Carreon Garcia, Melissa 
2024 – present      Akpan, Ndifreke 
2024 – present      Dandamudi, Neeharika 
 
Advisory Committee Member, M.P.H. Students: 
 
2006 – 2007        Karon Cassidy, M.P.H candidate, Department of Management, Policy 
                            and Community Health 
2006 – 2008        Monica Clark, M.P.H. candidate, Department of Environmental 
                            Sciences 
2006 – 2009        Andrea Yu Chan, M.P.H. candidate, Department of Management,  
                            Policy and Community Health 
2007                    Betsy Goldstein, M.P.H. candidate, Department of Management, Policy 
                            and Community Health  
2007                    Hatem Saqr, M.P.H. candidate, Department of Management, Policy 
                            and Community Health  
2008 – 2010        Tiffany Dean, M.P.H. candidate, Department of Environmental 
                            Sciences 
2008 – 2010        Tal Ben-Galim, M.P.H. candidate, Department of Health Promotion and 
                            Behavioral Sciences 
2009                    Melody Hernandez, M.P.H. candidate, Department of Environmental  
                            Sciences 
2009 –2010         Azy Zangeneh, M.P.H. candidate, Department of Health Promotion and 
                            Behavioral Sciences 
2010                    Anirban Battacharyya, M.P.H. candidate, Department of Biostatistics 
2012                    Devsmita Das, M.P.H. candidate, Department of Epidemiology 
2013                    Abayomi Ogunwale, M.P.H. candidate, Department of Epidemiology 
2021 - 2022         Donovan Calvert, M.P.H. candidate, Department of Epidemiology 
2022                    Sheikh F. Zaman, M.P.H. candidate, Department of Epidemiology 
 
Advisory Committee Member, Ph.D. Students: 
2008                    Hatem Saqr, Ph.D. candidate, Department of Management, Policy 
                            and Community Health  
2008 - 2009         E. Susan Amirian, Ph.D. candidate, Department of Epidemiology, 
                            University of Texas School of Public Health 
2009 – 2010        A.J. Agopian, Ph.D. candidate, Department of Epidemiology, 
                            University of Texas School of Public Health 
2009 – 2011        Yu-Jing Huang, Ph.D. candidate, Department of Epidemiology,  
                            University of Texas School of Public Health 
2011 – 2012        Michelle Mekky, Ph.D. candidate, Department of Epidemiology,  
                            University of Texas School of Public Health 
2012 – 2017        Chi Nguyen, Ph.D. candidate, Department of Epidemiology,  
                            University of Texas School of Public Health 
2014 – 2017        Shailesh Advani, Ph.D. candidate, Department of Epidemiology, 
                            University of Texas School of Public Health 
2016                    Xerxes Nozer Pundole, Ph.D. candidate, Department of Epidemiology, 



                            University of Texas School of Public Health 
2019 - 2021         Hiba Zwiya, Ph.D. candidate, Department of Epidemiology,  
                            University of Texas School of Public Health 
2019 - 2020        Yunju Yang, Ph.D. candidate, Department of Epidemiology,  
                            University of Texas School of Public Health 
2020 - 2021         Sepideh Saroukhani, Ph.D. candidate, Department of Epidemiology,  
                            University of Texas School of Public Health 
2022 – present     Julie Hahn, Ph.D. candidate, Department of Epidemiology, 
                            University of Texas School of Public Health 
 
M.D. ANDERSON UTHealth GRADUATE SCHOOL of BIOMEDICAL 
SCIENCES ADVISORY COMMITTEES: 
 
Advisory Committee Member, M.S. Students: 
 
2010                    Sarah Tudor, M.S. candidate in Biomedical Sciences, M.D. Anderson  
                            University of Texas Health Science Center at Houston Graduate School 
                            of Biomedical Sciences  
 
Examining Committee Member, Ph.D. Students: 
 
2007                     Examining Committee Member for Catie Spellicy, Ph.D. candidate in 
                             Biomedical Sciences, M.D. Anderson University of Texas Health 
                             Science Center at Houston Graduate School of Biomedical Sciences 
 
Advisory Committee Member, Ph.D. Students: 
 
2008 – 2011        Qian Liu, Ph.D. candidate in Biomedical Sciences, M.D. Anderson 
                            University of Texas Health Science Center at Houston Graduate School 
                            of Biomedical Sciences 
 
TEACHING EXPERIENCE: UTHealth SCHOOL of PUBLIC HEALTH and M.D. 
ANDERSON UTHealth GRADUATE SCHOOL of BIOMEDICAL SCIENCES 
 
2005 – 2011       Lecturer, University of Texas School of Public Health, Genetics and 
2015 - 2021        Human Disease (Course PH 2815) 
 
2006 – 2007       Lecturer, M.D. Anderson University of Texas Health Science Center at 
                           Houston Graduate School of Biomedical Sciences, Current Topics in 
                           Human and Molecular Genetics (Course GS110631) 
 
2007                   Lecturer, University of Texas School of Public Health, Pathology and 
                           Public Health (Course PH 2810) 
 
2007 – 2008       Lecturer, University of Texas School of Public Health, Genetic 
                           Epidemiology of Chronic Disease (Course PH 2950) 



 
2007 – 2008       Co-Coordinator, University of Texas School of Public Health, Advanced 
                           Epidemiologic Methods I (Course PH 2710) 
 
2007 – present    Coordinator, University of Texas School of Public Health, Seminar  
                            in Genetics and Population Biology (Course PH 2960) 
 
2007 – 2016        Co-Coordinator, M.D. Anderson University of Texas Health Science 
                            Center at Houston Graduate School of Biomedical Sciences, Molecular 
                            and Cellular Approaches to Human Disease (Course GS110023) 
 
2009 - present    Co-Coordinator, University of Texas School of Public Health, Genetic 
                           Epidemiology of Chronic Disease (Course PH 2950) 
 
2009                   Lecturer, University of Texas School of Public Health, Mutagenesis and 
                           Carcinogenesis (Course PH 2165) 
 
2009                   Teaching Associate, Fundamentals of Epidemiology (Course  
                           20093PHW2610L200) 
 
2010 - present    Co-Coordinator, University of Texas School of Public Health,  
                           Neuroepidemiology (Course PH 2998 L) 
 
2010 – 2011       Lecturer, University of Texas School of Public Health, Genetics and 
                           Infectious Disease (Course PH 2731) 
 
2015 - 2023        Lecturer, University of Texas School of Public Health, Economic and  
                           Social Determinants of Health (Course PH 3922) 
 
2016 – 2017       Lecturer, University of Texas School of Public Health, Foundations of  
                           Public Health Genetics (Course PH 2970) 
 
2024                   Co-Coordinator, Epidemiologic Proposal Development (Course PHD 
                           2720) 
 
TEACHING EXPERIENCE: INVITED LECTURES 
 
2015 Neurepiomics Summer School, Epidemiology of Vascular and Brain Aging in 
Cohorts with Large Scale Imaging and Omics Data; University of Bordeaux, Bordeaux, 
France: “Genetic Epidemiology of Cognition” 
 
Neurepiomics 2023, San Antonio: “Studying Cognitive Function in Cohort Studies”  
 
TEXAS MEDICAL CENTER COMMITTEES:  
 
2010 - 2022   Baylor College of Medicine Alumni Association Executive Committee 


