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Jaffar Alfardan, M.P.H. candidate, (Dallas)
Simit Doshi, M.P.H. candidate

Tejal Patel, M.P.H. candidate
Cosmina Gingaras, M.P.H. candidate
Xiang Shu, M.S. candidate

Harleen Sandhu, M.P.H. candidate
Abhijit Salaskar, M.P.H. candidate
Shishir Raman, M.P.H. candidate
Mandar Karhade, M.P.H. candidate
Ramona Barac, M.P.H. candidate



2010 -2011
2010 -2016
2011 -2012
2011 -2013
2011 -2013
2011 -2013
2011 -2012
2011 -2014
2011 -2014
2011 -2013
2011 -2013
2011 -2013
2011 -2012
2011 -2014
2011 -2015
2011 -2012
2011 -2015
2011 -2013
2011 -2014
2011 -2013
2011 -2014
2012 -2016
2012 -2015
2012 -2014
2012 -2013
2012 -2014
2012 -2014
2012 -2014
2012 -2014
2012 -2014
2013 -2015
2013 -2014
2013 -2015
2014 -2016
2014 -2015
2014 -2016
2015 -2017
2015 -2017
2015-2018
2015 -2016
2016 —2017
2016

2015-2016
2016 —2017
2016

2017 -2020

Azy Zangeneh, M.P.H. candidate
Pritul Patel, M.P.H. candidate

Puja Aggarwal, M.P.H. candidate
Rachel Atkinson, M.P.H. candidate
Jinhye Cha, M.P.H. candidate
Joanne Espinosa, M.P.H. candidate
Vaiva Gerasimaviciute, M.P.H. candidate
Swapnil Khose, M.P.H. candidate
Harshad Ladha, M.P.H. candidate
Bingjie Li, M.P.H. candidate

Jin Liu, M.P.H. candidate

Divina Oweis, M.P.H. candidate
Krunal Patel, M.P.H. candidate
Shekhar Patil, M.P.H. candidate
Seema Prasad, M.P.H. candidate
Khantil Shah, M.P.H. candidate
Maithili Shethia, M.P.H. candidate
Ashita Sinha, M.P.H. candidate
Saurabh Talathi, M.P.H. candidate
Xerxes Pundole, M.P.H. candidate
Aisha Rafiq, M.P.H. candidate
Dhaval Desai, M.P.H. candidate
Tushar Pawar, M.P.H. candidate
Amruta Atre, M.P.H. candidate
Angela Bhalla, M.P.H. candidate
Priyanka Priyanka, M.P.H. candidate
Nisarg Shah, M.P.H. candidate
Manu Sharma, M.P.H. candidate
Gaya Perera, M.P.H. candidate
Michael Strayhorn, M.P.H. candidate
Yohanna Cerna, M.P.H. candidate
Kelly Colclasure, M.P.H. candidate
Liyun Fan, M.P.H. candidate
Kankana Ghosh, M.P.H. candidate
Tahani Hamdan, M.P.H. candidate
Tehseen Igbal, M.P.H. candidate
Aditya Wagh, M.P.H. candidate
Neha Desai, M.P.H. candidate

Rutvij Shah, M.P.H. candidate
Sanjana Srinivasan, M.P.H. candidate
Jessica Bauldry, M.P.H. candidate
Viridiana Sauceda, M.P.H. candidate
Hem Desai, M.P.H. candidate
Anshu Khanna, M.P.H. candidate
Awatif Albalawi, M.P.H. candidate
Chidi Okoro, M.P.H. candidate



2017 -2019
2017 -2019
2017 -2019
2017 -2019
2017 —-2020
2018 —2020
2018 — 2020
2018 —2020
2018 — 2020
2019 —2021
2019 - 2021
2019 _ kkeskok
2019 —2021
2019 —2021
2020 — 2021
2020 - 2021
2020 — 2021
2020 — 2022
2020 — 2024
2020 - 2021
2021 —-2023
2021 _ kkeskok
2021 —-2025
2022 —-2023
2022 —2023
2022 —-2023
2022 — 2024
2023 - 2025
2023 —2025
2023 -2024
2023 — 2024
2023 - 2025
2024 — present
2024 — present
2024 — present
2025 — present
2025 — present

Rachel Treistman, M.P.H. candidate
Emily Scannapieco, M.P.H. candidate
Patrick Nwachuku, M.P.H. candidate
Sherri Hong, M.P.H. candidate
Vikaash Hariharan, M.P.H. candidate
Megan Bruns, M.P.H. candidate
Amrita Patil, M.P.H. candidate
Megan Rafferty, M.P.H. candidate
Divya Prakriya, M.P.H. candidate
Noemie Demonet, M.P.H. candidate
Laura Klein, M.P.H. candidate

Jithin Kurian, M.P.H. candidate
Srikar Ranga, M.P.H. candidate

Niat Tekle, M.P.H. candidate

Juliana Wu, M.P.H. candidate
Jennifer Wang, M.P.H. candidate
Crystal Guo, M.P.H. candidate

Ty Jones, M.P.H. candidate

Nick Labate, M.P.H. candidate
Amna Ullah, M.P.H. candidate
Tiffany Ewere, M.P.H. candidate
Gabriel Mejia, M.P.H. candidate
Victoria Paige, M.P.H. candidate
Priyanka Bhardwaj, M.P.H. candidate
Aniyah Zaman, M.P.H. candidate
Aneesa Khan, M.P.H. candidate
Yogitha Koneru, M.P.H. candidate
Meghna Lama

Margaret Kamholz

Jalaparthi, Hema Sarvani

Bentley, Shaila

Bandrey, Dhawal Sanjay

Carreon Garcia, Melissa

Akpan, Ndifreke

Dandamudi, Neeharika

Sugar, Mark Faysale Saad

Madtha, Paloma

Advisory Committee Member, M.P.H. Students:

2006 — 2007

2006 — 2008

2006 — 2009

Karon Cassidy, M.P.H candidate, Department of Management, Policy

and Community Health

Monica Clark, M.P.H. candidate, Department of Environmental

Sciences

Andrea Yu Chan, M.P.H. candidate, Department of Management,

Policy and Community Health



Betsy Goldstein, M.P.H. candidate, Department of Management, Policy
and Community Health

Hatem Saqr, M.P.H. candidate, Department of Management, Policy
and Community Health

Tiffany Dean, M.P.H. candidate, Department of Environmental
Sciences

Tal Ben-Galim, M.P.H. candidate, Department of Health Promotion and
Behavioral Sciences

Melody Hernandez, M.P.H. candidate, Department of Environmental
Sciences

Azy Zangeneh, M.P.H. candidate, Department of Health Promotion and
Behavioral Sciences

Anirban Battacharyya, M.P.H. candidate, Department of Biostatistics
Devsmita Das, M.P.H. candidate, Department of Epidemiology
Abayomi Ogunwale, M.P.H. candidate, Department of Epidemiology
Donovan Calvert, M.P.H. candidate, Department of Epidemiology
Sheikh F. Zaman, M.P.H. candidate, Department of Epidemiology

Advisory Committee Member, Ph.D. Students:

2007
2007
2008 —2010
2008 —2010
2009
2009 -2010
2010
2012
2013
2021 - 2022
2022
2008
2008 - 2009
2009 -2010
2009 - 2011
2011 -2012
2012 -2017
2014 -2017
2016
2019 - 2021
2019 -2020
2020 - 2021
2022 —2025

2024 — present

Hatem Saqr, Ph.D. candidate, Department of Management, Policy
and Community Health

E. Susan Amirian, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

A.J. Agopian, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Yu-Jing Huang, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Michelle Mekky, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Chi Nguyen, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Shailesh Advani, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Xerxes Nozer Pundole, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Hiba Zwiya, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Yunju Yang, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Sepideh Saroukhani, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Julie Hahn, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health

Joshua Strauss, Ph.D. candidate, Department of Epidemiology,
University of Texas School of Public Health



M.D. ANDERSON UTHealth GRADUATE SCHOOL of BIOMEDICAL
SCIENCES ADVISORY COMMITTEES:

Advisory Committee Member, M.S. Students:

2010 Sarah Tudor, M.S. candidate in Biomedical Sciences, M.D. Anderson
University of Texas Health Science Center at Houston Graduate School
of Biomedical Sciences

Examining Committee Member, Ph.D. Students:

2007 Examining Committee Member for Catie Spellicy, Ph.D. candidate in
Biomedical Sciences, M.D. Anderson University of Texas Health
Science Center at Houston Graduate School of Biomedical Sciences

Advisory Committee Member, Ph.D. Students:

2008 — 2011 Qian Liu, Ph.D. candidate in Biomedical Sciences, M.D. Anderson
University of Texas Health Science Center at Houston Graduate School
of Biomedical Sciences

TEACHING EXPERIENCE: UTHealth SCHOOL of PUBLIC HEALTH and M.D.
ANDERSON UTHealth GRADUATE SCHOOL of BIOMEDICAL SCIENCES

2005 -2011 Lecturer, University of Texas School of Public Health, Genetics and
2015 -2016 Human Disease (Course PH 2815)

2006 —2007  Lecturer, M.D. Anderson University of Texas Health Science Center at
Houston Graduate School of Biomedical Sciences, Current Topics in
Human and Molecular Genetics (Course GS110631)

2007 Lecturer, University of Texas School of Public Health, Pathology and
Public Health (Course PH 2810)

2007 — 2008 Lecturer, University of Texas School of Public Health, Genetic
Epidemiology of Chronic Disease (Course PH 2950)

2007 —2008  Co-Coordinator, University of Texas School of Public Health, Advanced
Epidemiologic Methods I (Course PH 2710)

2007 — 2024 Coordinator, University of Texas School of Public Health, Seminar
in Genetics and Population Biology (Course PH 2960)

2007 -2016 Co-Coordinator, M.D. Anderson University of Texas Health Science
Center at Houston Graduate School of Biomedical Sciences, Molecular
and Cellular Approaches to Human Disease (Course GS110023)



2009 - 2025

2009

2009

2010 - present

2010-2011

2015 - 2025

2016 —2017

2017 - 2024

2020 —2024

2024 — present

Co-Coordinator, University of Texas School of Public Health, Genetic
Epidemiology of Chronic Disease (Course PH 2950)

Lecturer, University of Texas School of Public Health, Mutagenesis and
Carcinogenesis (Course PH 2165)

Teaching Associate, Fundamentals of Epidemiology (Course
20093PHW2610L.200)

Co-Coordinator, University of Texas School of Public Health,
Neuroepidemiology (Course PH 2998 L)

Lecturer, University of Texas School of Public Health, Genetics and
Infectious Disease (Course PH 2731)

Lecturer, University of Texas School of Public Health, Economic and
Social Determinants of Health (Course PH 3922)

Lecturer, University of Texas School of Public Health, Foundations of
Public Health Genetics (Course PH 2970)

Co-Coordinator, University of Texas School of Public Health, Genetics
and Human Disease (Course PH 2815)

Lecturer, Big Data Foundations for Genes, Environments and
Interactions (PH 2817)

Co-Coordinator, Epidemiologic Proposal Development (Course PHD
2720)

TEACHING EXPERIENCE: INVITED LECTURES

2015 Neurepiomics Summer School, Epidemiology of Vascular and Brain Aging in
Cohorts with Large Scale Imaging and Omics Data; University of Bordeaux, Bordeaux,
France: “Genetic Epidemiology of Cognition”

Neurepiomics 2023, San Antonio: “Studying Cognitive Function in Cohort Studies”

TEXAS MEDICAL CENTER COMMITTEES:

2010 -2022 Baylor College of Medicine Alumni Association Executive Committee



