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with teaching investigation and accounting for the biological implications of his
analyses. | was a member of his dissertation committee.

2021-2024 Krishnan, Mohanraj. University of North Carolina, postdoctoral fellow in
Epidemiology. | meet weekly with this trainee to assess his progress and foster
development of his projects integrating genomics and untargeted metabolomics.

2021-2025 Zhang, Xinruo “Alice”. University of North Carolina, Ph.D. Student in
Epidemiology. | supervise Alice’s involvement with many collaborative projects in
the PAGE and TOPMed consortium. | am a member of her dissertation
committee.

2020-2023 Buchanan, Victoria. University of North Carolina, Ph.D. Student in Epidemiology.
I’'ve long held a working relationship with Victoria. She often seeks my advice of
analytical challenges. | am a member of her dissertation committee.

2019-2023 Baldassari, Antione. University of North Carolina, Ph.D. Student in Epidemiology.
| meet with this student weekly to ensure progress in his dissertation proposal.

2019-2023 Downie, Carolina. University of North Carolina, Ph.D. Student in Epidemiology. |
co-mentor Miss Downie with her primary mentor Dr. Christy Avery. | co-
authored a paper with Miss Downie on the genetics of glycemic traits in
ancestrally diverse populations.

2019-2021 Dimos, Sofia University of North Carolina, undergraduate in computer science.
With my oversight, Sofia has set up an analytical pipeline for genetic analysis
using SUGEN. Miss Dimos developed the ability translate ideas into analytical
tools.

2016-2019 Lin, Bridget. University of North Carolina, Ph.D. Student in Biostatistics. With my
oversight, an analytical pipeline using GENESIS was set up for analysis of the
HCHS/SOL genetic data.

2015-present | am available to all trainees in the CVD Epidemiology group for mentorship,
analytical troubleshooting, and time/life management. As co-leader of the
instructional modules with Dr. Mariaelisa Graff, students become comfortable
reaching out to me for hands on help. Outside of standing meetings, | generally
have several emails and have at least one Zoom session per week to help
students with analytical challenges.

GRANTS

Project# 1R01-DE034410 Shaffer NIDCR 08/14/2025-05/31/2028

Title: Advancing the Genomics Knowledge Base for Oral Diseases

Description: To identify the genetic underpinnings of periodontal and related oral diseases.
Total costs: $308,852 Role: Co-I

Project# 1U54AG089326 NIH  02/01/2025-01/01/2030
Title: The Vanderbilt-coordinated human Virome Collaborative Center (V2C2)
Description: Total costs: Role: Co-l



Project# 1RO1EY036258 Padovani-Claudio NIH  09/01/2024-04/01/2029

Title: Integrative multi-omics for discovery of molecular pathways associated with diabetic
retinopathy

Description: Total costs: Role: Co-l

Project# 5U01CA288325 McCormick NCI/NHGRI  09/01/2023-08/31/2028
Title: Multi-omics for obesity-associated liver disease in a high-risk population cohort
Description: Total costs: Role: Co-I

Project # R01-DK116028 Sotres-Alvarez NIDDK 07/01/2023-06/30/2024
Title: Preconceptional health of Latinas and its association with child adiposity
Description: Total costs $ Role: Co-l

Project # 0001164014 Kooperberg NHGRI 08/01/2022-07/31/2023
Title: Polygenic Risk Scores for Diverse Populations Bridging Research and Clinical Care
Description: In this third phase of the PAGE study, we will continue to focus on improving
improve the performance of polygenic risk scores for ancestrally diverse populations. Total
costs (UNC-subaward) S Role: Co-l

Project # RO1HG010297 Matise NHGRI 06/15/2019-03/31/2024
Title: PAGE llI: Population Architecture using Genomics and Epidemiology

Description: In this third phase of the PAGE study, we will continue to focus on improving our
understanding of the genetic underpinnings of common complex diseases in ancestrally diverse
populations. Total costs (UNC-subaward) $900,238 Role: Co-I

Project # RO1HL143885 Gordon-Larsen NHLBI 04/01/2010-03/31/2025
Title : Leveraging multi-omics approaches to examine metabolic challenges of obesity in
relation to cardiovascular diseases

Description: This project will assess the role of metabolomics as both a cause and consequence
of CVD risk factors within the CARDIA study. Total costs: $8,894,348 Role: Co-|

Project # RO1HL147853 Avery NHLBI 01/01/2020-12/31/2024
Title: Inflammatory mediators of cardiometabolic risk in Latinos

Description: This grant will measure eicosanoid metabolites in HCHS/SOL participants and
examine their association with diabetes and cardiometabolic risk factors. Total costs:
$3,875,000. Role: Co-I

Project # RO1HL142825 Avery NHLBI 02/10/2019-01/31/2025
Title: Characterizing pleiotropy in cardiometabolic phenotypes among diverse populations



Description: This study will examine the role of shared genetic effects in the etiology of
cardiometabolic traits that span blood pressure, glucose, obesity, electrocardiographic, and
lipid measurements. Role: Co-I

Project #1-19-PDF-045 Highland ADA 01/01/2019-12/31/2020
Title: Identification of pleiotropic loci affecting type 2 diabetes, adiposity, and renal disease
Description: This study will examine the role of shared genetic effects in the etiology of
diabetes related traits including glycemic, adiposity, and kidney function traits. Role: Pl

NIH Loan Repayment Program Highland NHGRI 07/01/2017-06/30/2021
Title: Characterizing pleiotropy in cardiometabolic phenotypes among diverse populations
Description: This grant pays back my student loans while | continue to conduct qualifying
research at nonprofit or of US government entity. Role: Pl

Project #: 2R01HD057194-06 Gordon-Larsen, North NICHD 01/1/2008-06/30/2019
Title: Exome Variants Underlying Weight Gain from Adolescence to Adulthood
Description: This project will examine gene-by-environment interactions on trajectories of
weight gain from adolescence to young adulthood. Role: Analyst

SERVICE

Department

2026- IT Committee, UTHealth SPH

2018-2019 Peer Led Organizer, Cardiovascular Epidemiology group, University of North
Carolina

2016-2018  Journal Club Organizer, Genetic Epidemiology Journal Club, University of North
Carolina

2020-present Organize and lead hands on instructional modules training students and
postdoctoral fellows in using field specific analytical software
2023-2024  Organize and lead cardiovascular disease journal club.

School

2012-2014 Member of Recruitment Council, University of Texas Health Science Center at
Houston, Graduate School of Biomedical Sciences

Professional Service
2026 Grant reviewer for Singapore’s Research Grants
2022 Grant reviewer for Vanderbilt Diabetes Research and Training Center

(DRTC) Discovery Pilot and Feasibility Project
2022 American Society of Human Genetics meeting abstract reviewer



2022 Grant Peer Reviewer Medical Research Council UKRI

2022 American Diabetes Association meeting abstract reviewer
2019-present Statistical Editor for Circulation Research
2016 Participant in American Society of Human Genetics public policy focus group

| have served as a peer reviewer for numerous journals including:
e Nature Communications
e Circulation
e Cell Genomics
e Genes & Genomics
e Scientific Reports
e European Journal of Human Genetics
e American Journal of Human Genetics
e Nature Genetics
e Human Genetics
e Proceedings of the National Academy of Sciences
e Genetic Epidemiology
e GENE
e G3-Genes Genomes Genetics
e Diabetologia
e Annals of Human Biology
e EBioMedicine



