KARI E. NORTH, PHD, MA, FAHA
VICE PRESIDENT OF BORDER HEALTH, DIRECTOR OF THE BORDER HEALTH
RESEARCH CENTER, PROFESSOR OF EPIDEMIOLOGY
UTHEALTH HOUSTON SCHOOL OF PUBLIC HEALTH, PROFESSOR OF INTERNAL
MEDICINE, MCGOVERN MEDICAL SCHOOL
780 Ringgold Road, Brownsville, TX 78520-4979
Voice: (919) 889-1965
Email: Kari.E.North@uth.tmc.edu

SUMMARY
| am a talented and creative interdisciplinary leader of collaborative research, with an
international reputation as an innovator and consortium builder. | have developed new initiatives
and built partnerships across diverse constituents to advance science, drive innovation, and
improve public health in the United States and globally, particularly in historically marginalized
populations. My work as a senior scholar has been transformational in public health genomics. |
have over 21 years’ experience directing a continuously funded research program (30M in NIH
research funding as principal investigator) of productive and collaborative research in molecular
epidemiology, global public health, and cardiometabolic disease (CMD) science (591 peer-
reviewed papers, 49,380 total citations, h-index of 100).

e Strong commitment to diversity, equity, ¢ Devoted to mentoring and career
inclusion, and justice development
e Extramural research program ¢ Advocate for research ethics and data
management and leadership sharing
¢ Dedicated to innovation and consortium ¢ Passionate for public health scholarship
building
EXPERIENCE

ADMINISTRATIVE ACCOMPLISHMENTS

Vice President of Border Health, Director of the Border Health Research Center (BHRC),
Professor of Epidemiology, UTHealth Houston, Professor of Internal Medicine, McGovern
Medical School 2025-present
¢ As VP of Border Health, | strive to build collaborative clinical and population research
opportunities across UTHealth Houston schools and with relevant governmental and
academic partners.
¢ As Director of the Border Health Research Center, our mission is to improve population
health broadly along the Texas border.
¢ As Professor of Epidemiology, | develop new initiatives and built partnerships across
diverse constituents to advance science, drive innovation, and improve public health in
the United States and globally, particularly in historically marginalized populations.

UNC-Chapel Hill, Associate Dean for Research 2024-2025
e Chief research officer for the Gillings School and as the School’s liaison to the UNC
Office of the Vice Chancellor for Research.
e Leader of Gillings’ research mission, upholding compliance standards while driving
advocacy, collaboration and strategic funding initiatives for the School and in support of
the entire University.
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Primary point person for overcoming research challenges and enhancing the Gillings
School’s overall research enterprise, including by helping to catalyze large research
opportunities.

UNC-Chapel Hill, Dean’s Council for Research 2019-Present

Supported the Associate Dean for Research in their role to create an ambitious,
outcomes-oriented vision for the next era of Gillings Research.

Facilitated communication between the Associate Dean’s office and one of the largest
and most well-funded Departments in the School of Public Health, Epidemiology.
Supported the expansion of the Gillings Research office by adding new positions in
proposal development and coordination, research partnerships, research compliance
and pre-award support.

Assisted in the development of research-oriented, career development workshops for
faculty and staff.

Assisted in an evidence-based review of the Gillings research portfolio to identify
strategic investment priorities for research and Gillings’ health equity research portfolio.
Supported the creation of the inaugural Gillings Health Equity Faculty Research Award,
which recognizes excellence in research by Gillings faculty that advances solutions to
health inequities.

Assisted in the development of operational tools and training to support NIH diversity
supplement applications.

Scientific Leadership 2002-Present

Leader of CVD Genetic Epidemiology Computational Lab. Includes compensation and
supervision of 3 Research faculty, 2 programmers, 1 IT position, 6 Predoctoral students
and 3 Postdoctoral students, and collaboration with 20 faculty members from across the
university.

As principal investigator (Pl) provided leadership and management of a 21-year, $30M
NIH-funded research program and collaboration across an additional $115M
interdisciplinary research team projects as co-investigator.

Leader of NIH T32 grant on CVD Molecular Epidemiology. Supervise 3 Postdoctoral, 3
Predoctoral, and 40 Faculty Mentors. Currently in Year 08.

Lead Investigator on the UNC Obesity Heterogeneity Creativity Hub a diverse team of 27
investigators from 16 departments, six schools, and leaders from five Centers/Institutes,
leading to over $13M in follow-up funding across the Hub.

Chair of (CHSA) NIH Study Section, 2017-2019.

Founding member, MPI, Steering committee member, chair of the Ancestry, Race,

and Ethnicity and Obesity working groups, in third five-year cycle of funding for the
Population Architecture Genomics for Epidemiology- https://www.pagestudy.org.
Steering committee member, 2013- currently, Chair of the Pleiotropy working group in
Giant (Genetic Investigation of Anthropometric Traits) consortia.

Steering committee member in CHARGE consortia- (Cohorts for Heart

and Aging Research in Genomic Epidemiology) — Chair of obesity working group.

Chair of UNC’s Marshall Scholarships committee- 2017-2022, one of the most
prestigious scholarships for US citizens.

APPOINTMENTS
2025- Vice President of Border Health, Director of Border Health Research Center,
Professor of Epidemiology, Professor of Internal Medicine,
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UTHealth Houston School of Public Health, McGovern Medical School
Secondary appointment in the Human Genetics Center

Brownsville Region

780 Ringgold Road, Brownsville, TX 78520-4979

Associate Dean for Research

University of North Carolina, Department of Epidemiology, Gillings School
of Global Public Health, Chapel Hill, NC

Professor

University of North Carolina, Department of Epidemiology, Gillings School
of Global Public Health, Chapel Hill, NC

Associate Professor with Tenure

University of North Carolina, Department of Epidemiology, Chapel Hill, NC
Assistant Professor, Tenure Track

University of North Carolina, Department of Epidemiology, Chapel Hill, NC
Post-doctoral Scientist

Department of Genetics

Southwest Foundation for Biomedical Research, San Antonio, TX
Senior Research Assistant

Department of Genetics

Southwest Foundation for Biomedical Research, San Antonio, TX
Research Assistant

Department of Pharmacology

University of Kansas, Lawrence, KS

Editorial Assistant

Human Biology

The University of Kansas, Lawrence, KS

Summer Fellow

National Institutes of Health

Animal Research Center, Poolesville, MD

Doctor of Philosophy (with honors)

Anthropological Genetics

University of Kansas

Dissertation: The Genetics of Cardiovascular Disease Risk Factors
among American Indians of the Strong Heart Family Study Dakota
Center.

Advisor: Dr. Michael Crawford and Dr. Jean MacCluer

Master of Arts (with honors)

Anthropological Genetics

University of Kansas

Thesis: Spatial Variation of Anthropometric Traits in Ireland
Advisor: Dr. Michael Crawford

Bachelor of Arts Degree (with honors)

Anthropology

University of South Florida

Thesis: The Communication of Chimpanzees: A Study on the Evolution of
Pan and Homo.
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Advisor: Dr. Lorena Madrigal.

HONORS

2023 University of South Florida, College of Arts and Sciences, Distinguished Alumni Award

2021 CHARGE consortium Adrienne Cupples’ mentor award

2020 Shiriki Kumanyika Diversity and Disparities Leadership Award for the Obesity Society

2018 Awarded creativity hub grant, University of North Carolina Chapel Hill

2018 Invited member of NHLBI sponsored Observational Study Monitoring Board for the
MESA study

2017 Chairman of CHSA study section at the National Institutes of Health

2015 Invited participant to NHGRI RoundTable on Inclusion and Engagement of
Underrepresented Populations in Genomic Research, September 2015

2011 Member of Review committee for the Helmholtz Institute, Munich

2005 American Heart Association’s Sandra Daugherty award for excellence in cardiovascular
disease and hypertension epidemiology (finalist)

LEADERSHIP/SERVICE

UTHEALTH HOUSTON SCHOOL OF PUBLIC HEALTH
University Service

Vice President, Border Health. 2025-

Director, Border Health Research Center. 2025-.

Member. Human Genetics Center. 2025-.

Member, SPH Executive Council. 2025-.

Member, CCTS Leadership committee. 2025-

Gilling’s School of Public Health Department of Epidemiology

Member. Epidemiology Chair's Council. Department of Epidemiology. 2012-present.

Member. Admissions Committee. Department of Epidemiology. 2013-2015.

Member. SPH Greenberg Dissertation Award Committee. Department of Epidemiology. 2013.
Member. Graduate Studies Committee. Department of Epidemiology. 2012-2013.

Grant Reviewer. University of North Carolina Nutrition Obesity Research Center.

Chair. Search Committee Tenure Track Professor in Epidemiology. Nutrition Research Institute.
2011.

Member. Search Committee Research Assistant Professor in Clinical Epidemiology.2009.
Member. Space and Department Resources Committee. Department of Epidemiology. 2006-
2009

Grant Reviewer. University of North Carolina at Chapel Hill Center for Environmental Health and
Susceptibility (CEHS). 2005-2007.

Member. Staff Excellence Award Committee. Department of Epidemiology. 2006.

Member. SPH Greenberg Dissertation Award Committee. Department of Epidemiology. 2006

Organizer. Genetic Epidemiology Journal Club. 2002-2006.

State/National/lInternational

Elected Committees

Member, Review Board Meeting for the External Evaluation of the DZHK on 14-15 March 2024
in Berlin.

Member. American Heart Association Nutrition, Physical Activity, Metabolism, and Obesity
Committee. 2011-2017.

Member. Genetics of Anthropometric Traits (GIANT) Steering Committee. 2012-2017.

Member. Invited Review Board for Helmholz Zentrum Minchen. 2011.
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Invited Committees

Chair, CHARGE consortium Local hosts, December meeting 2025.

Chair, Ad-hoc, ZRG1 GGG-A (02), Member Conflict: Genes, Genomes and Genetics Member.
March 2022.

Scientific Meeting Planning Committee. The Obesity Society Association Annual Conference.

2016-2019.

Chair. PAGE Publications Committee. 2012-2025.

Member. WHI Publications Committee. 2011-2025.

Member GWAS Catalog Advisory Board. 2013-2020

Member. Scientific Meeting Planning Committee. The American Diabetes Association Annual
Conference. 2013.

Member. Scientific Meeting Planning Committee. The American Heart Association Council of
Cardiovascular Epidemiology. 2013.

Member. Scientific Meeting Planning Committee. The American Heart Association Council of
Cardiovascular Epidemiology. 2009.

Member Meeting Planning Committee. The International Genetic Epidemiological Society. 2009.
Member Meeting Planning Committee. The International Genetic Epidemiological Society. 2008.
Member. North Carolina Task Force on Genomics and Public Health. 2005-2006.

Invited Grant Reviews

Member of NIEHS BSC Review of the Epidemiology Branch. February 2026.

Member of NHGRI BSC Review of the Epidemiology Branch. November 2025.

Member of NIDDK BSC Review of the Epidemiology Branch. November 2023.

Co-chair, Ad-hoc, ZRG1 IVBH-A (51) Review Panel on June 30, 2023.

Chair, Ad-hoc, ZRG1 GGG-A (02), Member Conflict: Genes, Genomes and Genetics Member.
March 2022.

Reviewer, Ad-hoc, NIH special emphasis panel on Cardiovascular topics. February 2022.
Member of NIEHS BSC Review of the Epidemiology Branch. November 2021.

Grant Reviewer NIH. Ad-Hoc, ZRG1 EMNR J. November 2021.

Ad-Hoc NIH Study Section Member (CCHS Study Section). June 2021.

Grant Reviewer. Ad-Hoc NIH Study Section Member (ZRGI MOSS-R-70 Study Section). May
2021.

Grant Reviewer. Ad-Hoc NIH Study Section Member (CHSB Study Section). June 2020.

Grant Reviewer. Ad-Hoc NIH Study Section Member (CHSB Study Section). October 2020.

Chair. Cancer, Heart, and Sleep Epidemiology A Study Section. 2017-2019.

Co-chair. American Heart Association Research Program Grant Reviewer. 2015.

Grants Reviewer. American Heart Association Research Program Reviewer. 2014.

Permanent Grant. Cardiovascular and Sleep Epidemiology Study Section Reviewer. 2013-2019.
Grant Reviewer. James and Ester King Biomedical Research Program managed by the Florida
Department of Health. 2012.

Grant Reviewer. Ad-Hoc NIH Study Section Member (NHGRI GNM-G Study Section). 2012.
Grant Reviewer. Distinguished Editorial Panel for the review of applications submitted to OD-11-
003: Specialized Centers of Research (SCOR) on Sex Differences (P50).

Grant Reviewer. James and Ester King Biomedical Research Program managed by the Florida
Department of Health. 2011.

Grant Reviewer. Ad-Hoc NIH Study Section Member (ZRGI Study Section). 2009.

Grant Reviewer. Ad-Hoc NIH Study Section Member (ZRGI Study Section). 2008.

Grant Reviewer. Ad-Hoc NIH Study Section Member (GWAS Study Section). 2008.

Grant Reviewer. Ad-Hoc NIH Study Section Member (ZAGI Study Section). 2008.

Grant Reviewer. Ad-Hoc NIH Study Section Member (CICS Study Section). 2006-2007.

Grant Reviewer. James and Ester King Biomedical Research Program managed by the Florida
Department of Health. 2005-2007.
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Grant Reviewer. Ad-Hoc NIH Study Section Member (NIH Study Section Clinical Hematology
Special Emphasis Panel).2005-2006.

Grant Reviewer. Ad-Hoc NIH Study Section reviewer (NIMH, Review of Pharmacogenomics of
Mood and Anxiety Disorders, Special Emphasis Panels). 2004.

Grant Reviewer. Framingham Heart Study. Boston University. Grant Reviewer. 2003.

Invited Session Chairman

The Obesity Society Annual Conference Heterogeneity of Obesity.2017.

The Obesity Society Annual Conference Session on Precision Phenotyping. 2016.

American Heart Association Council of Epidemiology Session on Genetic Epidemiology March.
2014.

The Obesity Society Annual Conference Session on Genetics-November. 2014.

American Diabetes Association Annual Conference Session on Genetics-June. 2013.

American Heart Association Council of Epidemiology Session on Genetic Epidemiology-
March.2013

The Obesity Society Annual Conference Session on Genetics-November. 2012.

American Heart Association Council of Epidemiology Session on Genetic Epidemiology-March.
2012.

The Obesity Society Annual Conference Session on Genetics-October. 2011.

American Heart Association Council of Epidemiology Session on Genetic Epidemiology Session
on Genetic Epidemiology-March 2010.

The Obesity Society Annual Conference Session on Genetics-November. 2010.

The Inter-Disciplinary Obesity Center Seminar “The Genetic Epidemiology of Adiposity
Phenotypes”. 2009

American Heart Association Council of Epidemiology Annual Conference Trainee Session on
Cardiovascular Disease. 2008.

The Obesity Society Annual Conference Session on Gene-Environment Interaction. 2007.

The Obesity Society Annual Conference Session on Gene-Environment Interaction. 2006.

American Heart Association Council on Epidemiology Annual Conference Session on
Cardiovascular Disease Risk Factors. 2004.

Member Editorial Board

Frontiers Genetic Epidemiology. May 2011-May 2021.
Journal of Medical Genetics. May 2010-May 2015.
Gastroenterology. May 2005-May 2010.

Guest Member of Editorial Board
Circulation. May 2009-current.

Invited Manuscript Review

Journals

Atherosclerosis, Thrombosis, and Vascular Biology
American Journal of Epidemiology

American Journal of Hypertension

American Journal of the Medical Association
American Journal of Physical Anthropology
Atherosclerosis

Biomed Central Genetics

Circulation

Diabetes

Diabetes Metabolism Research and Reviews
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Epidemiology

Gastroenterology

Human Biology

Human Genetics

Journal of American Medical Association

Journal of clinical Endocrinology and Metabolism

Nature

Nature Genetics
Nature communications
Neurology

Obesity

PLos One

PLos Genetics

Science

Studies

PAGE/Calico Study

Family Heart Study

HyperGEN Study

Framingham Heart Study

ARIC Study

WHI Study

HCHS/SOL

Santiago Longitudinal Cohort Study
Tsimane

Invited Abstract Reviews

American Heart Association Council on Epidemiology National Meetings. 2007-current.
The Obesity Society National Meetings. 2005-current.

American Society of Human Genetics. 2010, 2011, 2013, 2014.

American Diabetes Association. 2013.

International Genetic Epidemiology Society National Meetings. 2008-2010.

TEACHING/MENTORING/IMPACT
INVITED PRESENTATIONS

1.
2.

Border Health Research Center, UTHealth Texas El Paso campus, September 2025.

Longitudinal proteomics of body mass index (BMI) in the Cameron County Hispanic
Cohort. Texas Public Health Association, May 2025.

Multi-omics and research disparities: Turning a new leaf. UTHealth Texas Brownsville
campus, November 2024.

Turning a new leaf: Using an integrative multi-omics approach to address health
disparities in obesity The Intersection of Genomics and Nutrition. Nutrigenomics Short
Course. June 2024. AMGEN Seminar series.

Multi-omics analyses reveal key signaling pathways underlying severe obesity in a high
risk, understudied population of Mexican Americans, Seminario Internacional de
Medicina Gendmica, Mexico City, Mexico, June 9, 2023

High-Dimensional Multi-omic characterization of severe obesity in Mexican American
Populations, World Applied Anthropology Congress-2023, Lawrence, KS, June 9, 2023.
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CHARGE Ahead: My Scientific Journey and the Importance of Collaboration. Charge
consortium Spring meeting. May 2023.

Multi-omics analyses reveal key signaling pathways underlying severe obesity in a high
risk, The University of Queensland’s Institute for Molecular Bioscience in Brisbane
Australia Seminar Series. April 2023.

My Scientific Journey. Seminar Series of Distinguished Alumni 2023. University of South
Florida, Tampa, FL, April 2023.

Genomics and Research Disparities: Turning a New Leaf. Penn Conference on Big Data
in Biomedical and Population Health Sciences, College Station, PA. September 2022.

. Health disparities and the genetic underpinnings of obesity. Genomics and Health

Disparities Lecture Series, NHLBI, Bethesda, MD. March 2022.

Ensuring that Precision Medicine is Accessible to Diverse Communities. The Jean
MacCluer and Bennett Dyke Endowed Lectureship, UTGRV, Brownsville, TX. February
2022.

Transdisciplinary Approaches for Precision Research and Treatment, UNC Research
Week, November 2021.

The Importance of Diversity in Understanding the Genetic Underpinnings of Disease.
November 2021, The American Heart Association Annual conference.

The Importance of Diversity in Understanding the Genetic Underpinnings of Disease.
December 2021, Wake Forest University Seminar series.

The Importance of Diversity in Understanding the Genetic Underpinnings of Disease.
The Jean MacCluer and Bennett Dyke Endowed Lectureship. August 2021.

The Intersection of Genomics and Nutrition. Nutrigenomics Short Course. June 2021.
The COVID-19 Hispanic/Latinx Project. Google Workshop. January 2021.

Integrative approaches to identify function and significance of cardiovascular disease
susceptibility genes. Harvard University, October 2020.

Precision medicine to precision public health. University of North Carolina. April 2020.
Genetics in Nutrition Epidemiology. University of North Carolina. March 2020.

The future of genomic studies must be globally representative. Molecular Medicine Tri-
Conference. March 2020.

The Intersection of Genomics and Nutrition. Nutrigenomics Short Course. June 2019.

The Importance of Diversity in Understanding Complex Traits. University of Texas at
Brownsville, Medical School Grand Rounds. March 2019.

Genetics in Nutrition Epidemiology. March 2019.

Integrating Genetic Variation in Nutritional Epidemiology Studies- Essential; Concepts
and Methods. April 2019.

Ethical, Legal and Social Implications of Genomics Research. UNC. September 2018.
The Genetic Epidemiology of Weight Change. Rutgers University October 2018.

Genetic and Environmental Influences on Body Weight throughout the Lifecourse. TOS.
November 2018.
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Genetic diversity turns a new PAGE in our understanding of complex traits. Vanderbilt
University October 2018.

Obesity: A Massive Problem. Duke University. November 2018.
The Intersection of Genomics and Nutrition. Nutrigenomics Short Course. June 2018.

Integrating Genetic Variation in Nutritional Epidemiology Studies- Essential; Concepts
and Methods. April 2018.

Genetic Diversity Turns a New Page in our Understanding of Cardiovascular Disease.
McAllister Heart Institute Seminar Series. October 10, 2017

Heterogeneity of Obesity: Implication for Precision Medicine. The Obesity Society
Annual Conference. December 2, 2017.Sources of Heterogeneity of Obesity. The
Obesity Society Annual Conference. December 1, 2017.

The Genetic Epidemiology of Weight Gain. National Institutes of Health Weight Loss
Consortium. August 29,2017.

Genetic Predisposition to Obesity and Cardiometabolic Disease. America Heart
Association Scientific Sessions. November 13, 2017.

Genetic Diversity turns a new PAGE in our Understanding of Complex Traits. Grands
Rounds at Cedars Sinai, Institute for Cardiovascular Disease. December 5,2017.

The Santiago Longitudinal Cohort Study: Genetic Predisposition to Cardiometabolic
Risk. Institute of Nutrition and Food Technology (INTA) at the University of Chile,
December 15,2016.

Obesity Promoting Genes in an Obesity Promoting Word. University of North Carolina
School of Medicine. 2016.

Obesity Promoting Genes in an Obesity Promoting World. University of California San
Diego. Pediatric Series. 2015.

The Importance of Multi-Ethnic Studies in the Genetic Epidemiology of Cardiometabolic
Traits. Broom Demography Lecture Series. University of California Santa Barbara.
2015.

The Search for Obesity Promoting Genes in an Obesity Promoting World. International
Cardiovascular Disease Meeting. 2015.

The Genetic Epidemiology of Obesity. The University of Texas Human Genetics Center
Seminar Series. 2013.

The Genetic Epidemiology of Obesity. Vanderbilt University Genomics Seminar Series.
2011.

The Generalization of GWAS Based Genetic Effects for Lipid Traits in African
Americans: The PAGE Study. The American Heart Association Council on Epidemiology
National Meeting. 2011.

The Genetic Epidemiology of Cardiovascular Disease Risk Factors. Triangle Statistical
Genetics Conference. 2011.

Population Diversity and GWAS-based Genetic Variants for Lipid Traits: The PAGE
Study. The University of North Carolina at Chapel Hill Cardiovascular Disease
Epidemiology Seminar Series. 2010.
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Genetic Epidemiology of Obesity. The University of Texas Human Genetics Center
Seminar Series. 2009.

The Genetic Epidemiology of Obesity: The New Frontier. The Medical University of
South Carolina Cardiovascular Disease Epidemiology Seminar Series. 2009.

The Genetic Epidemiology of Cardiovascular Disease Risk Factors: Obesity. Invited
Lunch with Dean of Gilling's School of Public Health at the University of North Carolina
at Chapel Hill. 2009.

The Genetic Epidemiology of Obesity: The New Frontier. The University of North
Carolina at Chapel Hill Cardiovascular Disease Epidemiology Seminar Series. 2008.

Genetics 101. The Obesity Society Annual Conference. 2008.

The Genetics of Cardiovascular Disease Risk Factors in American Indians and Alaska
Natives.: The Strong Heart and GOCADAN Studies. American Association of Physical
Anthropologists Annual National Conference. 2006.

QTL-Specific Genotype-by-smoking interaction and burden of coronary atherosclerosis:
The NHLBI Family Heart Study. National Institute of Environmental Health Sciences
(NIEHS). 2005.

Genotype by Sex Interaction in the Pathogenesis of Obesity: Evidence for Sex Specific
QTLs in Participants of the HyperGen Study. Wake Forest University Genomics
Seminar. 2005.

The Interplay of Genes and Environment in the Pathogenesis of Obesity. The Obesity
Society Annual Conference. 2005.

The Genetic Epidemiology of CVD Risk Factors in American Indians: Strong Heart
Study. The University of North Carolina at Chapel Hill Cardiovascular Disease
Epidemiology Seminar Series. 2004.

The Genetic Epidemiology of CVD Risk Factors. The University of North Carolina at
Chapel Hill. Carolina Center for Genome Sciences Seminar Series. 2003.

Searching for genes that jointly influence hypertension-related phenotypes: the
HyperGen Study. The University of North Carolina at Chapel Hill Cardiovascular Disease
Epidemiology Seminar Series. 2002.

The Problem of Race. The University of North Carolina at Chapel Hill Minority Health
Conference. 2002

TEACHING EXPERIENCE

The University of North Carolina at Chapel Hill

oahwb~

Guest Instructor. Nutritional Epidemiology. Spring 2006-2010 and Spring 2014-2021
Guest Instructor. Functional Genomics. Spring 2013.

Lead Instructor. Genetic Epidemiology. Spring 2003 - 2021.

Co-Instructor. Advanced Genetic Epidemiology — OMICs of CVD . Fall 2020.
Co-Instructor. Advanced Genetic Epidemiology- Bioinformatics Annotations, Spring 2021
Co-Instructor. Advanced Genetic Epidemiology — High Throughput Data Analysis . Fall

2012, Fall 2014, Fall 2016.

© o N

Guest Instructor. Clinical Epidemiology. Spring 2010 and 2011.
Guest Instructor. Cardiovascular Disease Epidemiology. Fall 2003-2010, 2016-2017.
Guest Instructor. Obesity Epidemiology. Spring 2007-2009, 2018
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10. Co-Instructor. Advanced Genetic Epidemiology. Spring 2008 and Fall 2009

11. Guest Instructor. Pharmacogenomics. Spring 2008.

12. Guest Instructor. Advanced Cardiovascular Disease Epidemiology. Spring 2007.

13. Guest Instructor. Physical Activity Epidemiology. Fall 2006.

14. Instructor. Two-Day Training Session on the SOLAR Variance Component Approach to
Linkage Analysis. 2003 and 2004.

Invited Teaching — Lectures

1. Instructor. Co-taught with Dr. Tamar Sofer. Association Studies in Complex and Multiethnic
Populations. The University of Washington, Summer Institute of Statistical Genetics. July
2017.

Guest Lecturer. University of Washington School of Medicine SOLAR Variance Component
Approach. 2003.

Guest Instructor. Environmental Epidemiology. Duke’s Nicholas School of the Environment.
Fall 2004-2007, 2009-2011.

Lead Instructor. Summer Session in Genetic Epidemiology. University of Ulm, Germany
Lead Instructor. Summer Session in Genetic Epidemiology. University of Heidelberg,
Germany. 2003, 2007, and 2010.

ok w0 N

University of Kansas

1. Teaching Assistant. Fundamentals of Biology Anthropology. Department of Anthropology.
1994-1995 and 1997.

2. Instructor. Human Variation and Evolution. Department of Anthropology. 1995-1996.

GRADUATE STUDENT MENTORING

Chair of Doctoral Committee (Project title, Anticipated Graduate Date)
Deep Shah. Heart Failure in BHRC. . Anticipated Graduation 2030.
Baiyu Qi- Genetic Epidemiology of Eating Disorders. Anticipated Graduation December
2025.
Samson Okello- Genetic Epidemiology of Hypertension and CVD. Anticipated
Graduation December 2025.
Tay Glover- The Epigenomics of Diabetes: How SES gets under the skin. Graduated
December 2022.
Xinruo Zhang- Genetic Epidemiology of Kidney Related Traits. Graduation December
2025.
Poojan Shrestha- Genetic Epidemiology of Pediatric Dental Caries. Graduated May
2023.
Daeeun Kim- Genetic Regulation of Adipokines and other Obesity Related Traits Across
the Life Course. Anticipated Graduation May 2022.
Victoria Buchanan- Molecular mechanisms of obesity and CVD. Graduated May 2023.
Mohammad Yasser- Pleiotropy of obesity and inflammatory traits in Mexican American
individuals of the Cameron County Hispanic Study. Graduated December 2020.

. Ann Von Holle. Infatnt growth trajectories and Dyslipidemia. Graduated June 2018.

. Shelly-Ann Love. Relationship of Ethanol Intake and Cognitive Decline, and Effect
Modification by Ethanol Intake Genes. Graduated May 2019.

. Melissa Caughey. Relationship between Sickle Cell Trait, Stroke, and MRI Measures of
Infraction. Graduated May 2016.

. Lindsay Fernandez Rhodes. Gene-Acculturation Interaction and Obesity. Graduated
May 2016.

. Yu Yan. Transcription Factor 7 like 2 (TCF7L2) Gene and Type 2 Diabetes. Graduated
May 2009.
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15. Huei-Ting Tsai. Association between Association between tardive dyskinesia and
dopamine receptor genes among chronic schizophrenics: An ancillary study to the
CATIE trial. Graduated May 2008.

16. Christy Avery- Genotype-by-Smoking interaction and risk of atherosclerosis. Graduated
August 2007.

17. Mary Wojczynski- Characteristics of the Co-Morbidity of Irritable Bowel Syndrome: A
Secondary Analysis of Existing Twin Data. Graduated May 2006.

Member of Doctoral Committee (Project title, Anticipated Graduation date)
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30.
31.
32.

Allie Bukoswki, Department of Epidemiology, Graduated May 2023.

Carolina Downie, Department of Epidemiology, Anticipated Graduation May 2024
Achal Patel, Department of Epidemiology, Graduated May 2022.

Wanying Zhu, Department of Epidemiology Vanderbilt University, Graduated, May 2023.
Humberto Parada, Department of Epidemiology, Graduated, May 2019.

Jason Collins, Department of Epidemiology. Anticipated Graduation, May 2023.

Bridget Lin, Department of Biostatistics, Graduated, May 2022.

Antoine Baldassari- Department of Epidemiology, Anticipated Graduation, May 2021.
Hung Shin Chen- Department of Genetics, Vanderbilt University, Graduated May 2020.

. Rahul Gondolia. Department of Epidemiology. Graduated December 2018.
. Ruixie Hou. Department of Nutrition. Graduated May 2019.

. Chani Hodonsky. Department of Epidemiology. Graduated May 2019

. Isaura Godinez. Department of Anthropology. Graduated May 2020.

. Kristin Voltvke. Department of Epidemiology. Graduated May 2018.

. Xiofan Xu. Department of Nutrition. Graduated May 2019

. Ayedole Gomih. Department of Epidemiology. Graduated May 2019.

. Ran Tao. Department of Biostatistics. Graduated May 2016.

. Amanda Seyerle. Department of Epidemiology. Graduated May 2016.

. Sebastian Hidalgo. Department of Biostatistics. Graduated May 2018

Meredith Eastman. Department of Health Behavior. Graduated May 2018

. Xuan-Chieh Huang. Association studies with imputed variants using expectation-

maximization likelihood ratio tests. Graduated May 2015.

. Qing-Quan. Curriculum in Bioinformatics and Computational Biology. High Throughput

Imputation in Admixed Population. Graduated May 2015.

. Abo Nour- Department of Toxicology and Pharmacology. Graduated 2015.
. Shawyntee Vertilus. Magnesium in Cardiovascular Disease. Graduated May 2017.
. Andrea Richardson. Department of Nutrition. Gene by Physical Activity Interaction and the

Pathogenesis of Obesity. Graduated May 2015.

. Gabi Griffin. Department of Genetics. Exome Sequencing to Identify Rare Variants that

Contribute to Familial Diseases Graduated May 2014.

. Niha Zubair. Department of Nutrition. Clustering and Determinants of Cardio metabolic Risk

Factors among Filipino Young Adults Graduated May 2013.

. Gregory Mahew. Department of Biostatistics. Genotype — Phenotype Similarity: Testing and

Methods for Integration of Multiple Data Sources in Genetic Association .Graduated May
2013.

Jackie Ellis. Department of Genetics. Evidence for smoking dependent genetic effects on C-
reactive protein levels in a multi-ethnic cohort setting Graduated May 2013.

Kimon Davaris. The association of genetic variants with dental health measures in the ARIC
study Graduated May 2012.

Lauren McCullough. Modifying Effects of DNA Repair and Oxidative Stress Variant on
Physical Activity and Breast Cancer Risk. Graduated May 2012
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Eva Katz - The association of body weight and circumferences with metabolic risk factors in
Chinese men and women. Graduated May 2011.

Anne Hakenewerth. Joint effects of alcohol consumption and polymorphisms in alcohol-
processing and oxidative stress genes on risk and survival from head and neck cancer.
Graduated May 2011.

Bonnie Pederson Joubert. Genetic Predisposition to Malarial Transmission from Mother to
Child. Graduated May 2010.

Elizabeth Hodgson. Case-only analyses of interaction Graduated May 2010.

Amy Webb. Department of Genetics. Genetic Response to Alcohol: Linkage and Association
Studies. Graduated 2010.

Natalie The. Department of Nutrition. The Prevalence of Severe Obesity in Adolescents.
Graduated December 2009.

Lindsey Ho. Department of Biostatistics. Haplotype Sharing Methods. Graduated December
2009.

Sarah Cohen. Adiponectin Genetic Variants and BMI in African American and Caucasian
Women. Graduated 2009.

Whitney Robinson. U.S. Blacks’ obesity gender disparity: the role of adolescent family.
Graduated July 2008.

Arpita Ghosh. Department of Biostatistics. Estimating odds ratios in genome scans: an
approximate conditional likelihood approach. Graduated May 2008.

Ying Liu. Department of Nutrition. Role of Peer Influence on Shaping Physical Activity in
American Adolescents. Graduated May 2008.

Hind Muallem. Department of Pathology and Lab Medicine. Interaction between APOE and
LDLR polymorphisms’ in the pathogenesis of atherosclerosis. Graduated May 2008.

Aimee D ’Alosio. Insulin-like growth factor polymorphisms and uterine leiomyomas.
Graduated December 2007.

Amanda Golembesky. Peroxisome proliferator-activated receptor-alpha gene, obesity and
breast cancer incidence and survival: a LIBCSP ancillary study. Graduated December 2007.
Demetra Stamm. Department of Genetics. Genetic Basis of Neural Tube Defects.
Graduated August 2007.

Bevan Emma Huang. Department of Biostatistics. Statistical Aspects of Haplotype-Based
Association Studies. Graduated August 2007.

Craig Lee- School of Pharmacy. CYP2J2 derived eicosanoids and endothelial function.
Graduated December 2006.

Martha Fellini. Reproductive factors and DNA repair polymorphisms XRCC1 and MGMT
associated with adult-onset gliomas. Graduated August 2006.

Kyna McCullough Gooden. Genes that affect estrogen metabolism and their relationship to
uterine fibroid size. Graduated May 2006.

Guoqing Diao. Department of Biostatistics. Semi parametric models for mapping quantitative
trait loci in experimental designs and general pedigrees. Graduated May 2006.

Dhelia Williamson. Evaluation of serum immunoglobulin among individuals living near six
Superfund sites. Graduated May 2005.

Melissa Nelson. Obesity, Physical Activity, and the Neighborhood Environment. Graduated
May 2005.

Leah Sansbury. Use of NSAIDs, COX-2 Polymorphism, and risk of colon cancer. Graduated
May 2005.

Kui Huang. Cigarette smoking, phase Il metabolic gene polymorphisms (GSTM1/GSTT1),
DNA repair gene polymorphisms (XPD/XRCC1/XRCC3), and colon cancer in a population-
based case control study. Graduated May 2004.

Szu-Yun Leu. Department of Biostatistics. Non-homogeneous Poisson model for Genetic
Crossover Interference Graduated May 2004.

Chair of master’s Committee (Project title, Anticipated Graduation date)
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Aylin Memli. UNC Chapel Hill.

Van Loo Marlon. University of Antwerp, Belgium. Sex differences in the association between
obesity biomarkers and body fat mass. Graduated December 2018.

Lindsay Fernandez-Rhodes. Association of adiposity genetic variants with menarche timing
in 92,104 women of the European descent Graduated May 2012.

Amy Mottl. Linkage Analysis of Renal Disease in American Indian Populations: The Strong
Heart Study. Graduated December 2006.

W b

Member of master’s Committee (Project title, Anticipated Graduation date)

Antoine Baldassari- Department of Epidemiology, Graduation, May 2020.

Anthony Abrantes. Classifying Mislabeled High-dimensional Data with Iterated Supervised
PCA. Graduated May 2015.

Melanie Napier. Organic Solvents and Multiple Sclerosis: Exploring Potential Gene-
Environment Interactions. Graduated May 2012

Jaime Lucove. Metabolic syndrome and kidney function: The Strong Heart Study.
Graduated May 2006.

Melissa Troester.CYP1B1 and CYP3A4 Polymorphisms Modify Breast Cancer Risk
Associated with Oral Contraceptives in the Carolina Breast Cancer Study. Graduated May
2006.

6. Tasha Smith- TGF-B1 Leu10Pro Genotype and Breast Cancer Risk. Graduated May 2005.

o ~ w b=

Mentorship of Postdoctoral Fellows

Allie Bukowski, Post-Doctoral Fellowship. 2024 — 2025.
Victoria Buchanan, Post-Doctoral Fellowship. 2023 — 2025.
Mohan Krishnan, Post Doctoral Fellowship. 2022-2024
Priya Sharma, Post-Doctoral Fellowship. 2022 — 2024.
Jungkyun Seo, Post-Doctoral Fellowship. 2021 — 2024.
Mohammad Yaser- Post-Doctoral Fellowship. 2021-2023.
Harold Lee- Post-Doctoral Fellowship Taking Genetics into account in clinical trials.
2021-2022.
Matthew Brown- Post-Doctoral Fellowship in Genetic Epidemiology. 2019-2021.
Ruixie Hou. Post-Doctoral Fellowship in Genetic Epidemiology. 2019-2020.
. Shelly Ann Love. Post-Doctoral Fellowship in Genetic Epidemiology. 2018-current.
. Heather Highland. Post-Doctoral Fellowship in Genetic Epidemiology. 2015-2020.
. Cary Agler. Post-Doctoral Fellowship in Genetic Epidemiology. 2014-2020.
. Kristin Young. Post-Doctoral Fellowship in Genetic Epidemiology. 2012-2015.
. Maria Elisa Graff. Post-Doctoral Fellowship in Genetic Epidemiology. 2009-2013.
. Kira Taylor. Post-Doctoral Fellowship in Genetic Epidemiology. 2009-2011.
. Tiana Garrett. Post-Doctoral Fellowship in Genetic Epidemiology. 2009-2011.
. Keri Monda. Post-Doctoral Fellowship in Genetic Epidemiology. 2006-2009.
. Nora Franceschini. Post-Doctoral Fellowship in Genetic Epidemiology. 2005-2007.
. MJ Mosher. Post-Doctoral Fellowship in Genetic Epidemiology.2003-2005.
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Mentorship of Junior Faculty Members

1. Melissa Chernoff-Munn. Assistant Professor of Psychology. 2018-2024.

2. Heather Highland. Research Professor in Genetic Epidemiology. 2020-current.

3. Kristin Young. Department of Epidemiology. Gilling’s School of Public Health. 2015-current.
4. Misa Graff. Department of Epidemiology. Gilling’s School of Public Health. 2015-current.
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5. Jessica Baker. Department of Genetics. University of North Carolina School of Medicine.
2014- current.

5. Tracy Manuck. Department of Obstetrics and Gynecology. University of North Carolina
School of Medicine. 2012- current.

6. Jennifer Wu. Department of Obstetrics and Gynecology. University of North Carolina School
of Medicine. 2012- current.

7. Debra Irwin. Department of Epidemiology. Gilling’s School of Public Health. 2009-2014.

8. Nora Franceschini. Department of Epidemiology. Gilling’s School of Public Health. 2009-
2012.

9. Keri Monda. Department of Epidemiology. Gilling’s School of Public Health. 2009-2011.

10. Jeannette Bensen. Department of Epidemiology. Gilling’s School of Public Health. 2008-
2010.

GRANT SUPPORT
Current Research Grants

Advancing the Genomics Knowledge Base for Oral Diseases, Project Id 0020694, Start /
End Date 09/01/2025 - 09/01/2025, University of Pittsburgh (UPITT)/National Institute of
Dental & Craniofacial Research/NIH/DHHS (NIDCR)

Obesity Subtypes and Risk of Obesity-Related Conditions, Project Id 0020598, 08/11/2025
- 02/11/2027, Amgen, Inc. (AMGN) Faculty Role  PD/PI Total Direct Costs $224,125.00.
Total Indirect Costs  $125,510.00

Vanderbilt-coordinated human Virome Characterization Center (V2C2). Establish the
structure and diversity of the human virome across multiple anatomical sites across the lifespan
in well-characterized longitudinal cohorts; 2) evaluate the relation of the human virome to host
commensal microbiome and immunity; and 3) identify features of the human virome linked to
human disease development over time, 07/2024-06/2029, $1,343,827 (UNC total) MPI North

Integrative multi-omics for discovery of molecular pathways associated with diabetic
retinopathy. Analyze blood samples from CCHC participants to quantify transcripts (Aim 1) and
proteins (Aim 2) differentially expressed in blood in DR (vs healthy controls and participants with
diabetes without DR). Status of Support: Pending, NORTH MPI, 04/2024-03/2029, $ 753,100

Hispanic Community Health Study — Study of Latinos (HCHS-SOL) — Coordinating Center
(75N92019D00010). National Institute of Health, National Heart, Lung, and Blood Institute. Principal
Investigator Cai; Co-Investigator North. 12/01/18-11/30/24. Total Award Amount (including Indirect
Costs): $1,729,566

Leveraging multi-omics approaches to examine metabolic challenges of obesity in relation
to cardiovascular diseases (R01HL143885). National Institute of Health, National Heart, Lung, and
Blood Institute. MPI: Gordon-Larsen (Contact), North, Avery, Sumner. 04/01/2019 — 03/31/2024.
Direct Costs: $6,155,986

UNC MACS/WIHS Combined Cohort Study Clinical Research Site (U01HL146194). National
Institute of Health. Principal Investigator Adimora, Co-l North. 04/01/19 - 03/31/26. Direct Costs:
$2,284,325

The Hispanic Latino Lipid Consortium (R01HL142302). National Institute of Health, National
Heart, Lung, and Blood Institute. MPI: Below (contact), MPI North, McCormick. 05/01/18-04/30/26.
Direct Costs: $2,284,325
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Polygenic Risk Scores for Diverse Populations — Bridging Research and Clinical Care
(R01HL151152). National Institute of Health, National Heart, Lung, and Blood Institute. MPIs
Kooperberg (contact), MPI North, Gignoux. 08/20/20 — 06/30/24. Direct costs: $348,847

Integrative Approaches to Identifying Function and Clinical Significance of Adiposity
Susceptibility Genes (R01 DK122503). National Institute of Health, National Institute of Diabetes
and Digestive and Kidney Diseases. MPIs North (contact), Liu, Justice. 10/01/2020-09/30/2025.
Total Award Amount (including Indirect Costs): $3,433,825

TOPMed: MultiOMICs of the Hispanic Community Health Study/Study of Latinos
(X01HL143621). National Institute of Health, National Heart, Lung, and Blood Institute. Principal
Investigator North. 04/01/21-03/31/24. No direct costs- resource generation

Multi-omics for obesity-associated liver disease discovery in Hispanics/Latinos: the
Cameron County Hispanic Cohort To design and implement a study of liver disease
progression in an understudied, high-risk HL population. Project Number: 1U01CA288325-01
Name of PD/PI: J. McCormick (UTHSC at Houston) NORTH MPI, Source of Support: NIH/NCI
09/01/2023-8/31/2028 , $706,616

Epidemiology of diet, metabolism and non-alcoholic fatty liver disease in Hispanic/Latino
Adults New R01 to continue the research area of gut microbiome in SOL (GOLD) in response to
PAR-20-088. The field center/CC activities will continue what we did before, having participants
at the four field centers self-collect specimens which will be mailed in to be archived at the Burk
Einstein lab. Project Number: R0O1DK134672, North Co-l, 03/24-07/24, $33,328

Epidemiology Estimates of AATD in the US. This study aims to (1) estimate the overall
prevalence of AATD in the United States, (2) characterize the AATD population, and (3) examine
the natural history and predictors of liver disease progression. Name of PD/PI: North , Source of
Support: Takeda Pharmaceuticals Primary Place of Performance: The University of 11/2023-
10/2024, $ 394,355 North PI

Past Training Grants

Genetic Epidemiology of Heart, Lung, and Blood Traits (GenHLB) (T32HL129982). National
Institutes of Health, National Heart, Lung, and Blood Institute. MPI: North (contact), Mohlke
05/01/2016-5/31/2026. Direct costs: $2,269,439

Under Review or Pending Funding

Completed Funding

A Multi-Ancestry Study of Gene-Lifestyle Interactions and Multi-Omics in Cardiometabolic
Traits (RO1HL156991). National Institute of Health, National Heart, Lung, and Blood Institute.
Principal Investigator Rao, Co-Investigator North. 04/01/2021-03/31/2025. Total Award Amount
(direct plus indirect cost for Competitive Segment): $224,531

Nutritional Omics of Pulmonary Function Decline (R01HL149352). National Institute of Health,
National Heart, Lung, and Blood Institute. Principal Investigator Hancock. Co-Investigator North.
09/21/19-07/31/24. Direct costs: $686,112

UNC Nutrition Obesity Research Center (5P30DK056350). National Institute of Health, National
Institute of Diabetes and Digestive and Kidney Diseases. 04/01/2020-03/31/2026. Direct costs:
$1,057,486.

Genetic and Epidemiological Predictors of Glucose Homeostasis Measures.
(R01DK118062). National Institute of Health, National Institute of Diabetes and Digestive and
Kidney Diseases. Allred Principal Investigator. Co-Investigator North. 4/1/19-1/31/24. Direct
costs: $514,965
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Risk Factors for Asymptomatic Diverticulosis (R01DK094738). National Institute of Health,
National Institute of Diabetes and Digestive and Kidney Diseases. Principal Investigator: Sandler,
Co-Investigator North. 07/01/18-04/30/24. Direct costs $351,333.

PAGE IllI: Population Architecture Using Genomics and Epidemiology (R0O1HG010297).
National Institute of Health, National Human Genome Research Institute. MPIs: Matise (contact),
Kooperberg, and Gignoux. Co-Investigator North. 06/15/2019-03/31/24. Direct costs: $1,283,491

Statistical Methods in Trans-Omics Chronic Disease Research (R01HG009974). National
Institute of Health. Principal Investigator Lin, Co-Investigator North. 04/01/19 - 01/31/24. Direct
costs: $200,000.

Genotyping of the ZOE 2.0 Pediatric Oral Health Cohort Study (X01HG010871). National
Institute of Health, National Human Genome Research Institute. Principal Investigator Divaris. Co-
Investigator North. 04/01/19-03/31/21. No direct costs- resource generation.

Unrestricted gift made to UNC that will be used for Dr. North to study the Molecular
mechanisms underlying susceptibility to SARS-CoV-2 and variability in COVID-19
outcomes in a vulnerable population. Google Gift Fund. Google, LLC. Principal Investigator
North. 04/01/22-03/31/23. Direct costs $500,000.

Exome Variants Underlying Weight Gain from Adolescence to Adulthood
(R01HD057194). Competing Continuation. National Institutes of Health, Eunice Kennedy
Shriver National Institute of Child Health and Human Development. Principal Investigator:
Gordon-Larsen. Co-Investigator North. 4/01/2014-3/31/2019. Direct Costs: $2,499,169.

UNC Creativity Hub Heterogeneity in Obesity: Transdisciplinary Approaches for
Precision Research and Treatment. UNC Office of the Vice Chancellor for Research
Creativity Hubs Pilot Award. Gordon-Larsen PI, 07/01/18-06/30/21. Gordon-Larsen PI, Co-
Investigator North. Direct costs: $500,000.

Gene-Environment Interactions and Weight Gain (R01HD057194). National Institutes of
Health, Eunice Kennedy Shriver National Institute of Child Health and Human Development.
Principal Investigator: Gordon-Larsen. 07/01/2008-06/30/2013. Direct Costs: $2,634,828

Gene-Environment Determinants of Obesity and Metabolic Risk across the Lifecourse
(R0O1DK103552). National Institute of Health, National Institute of Diabetes and Digestive and
Kidney Diseases. Principal Investigator: North. 07/01/2014 — 06/30/2018. Direct Costs:
$2,117,022.

Genetic Architecture of Adiposity in Multiple Large Cohorts (R01-DK089256). National
Institute of Health, National Institute of Diabetes and Digestive and Kidney Diseases. MPls
Baranski (contact), Borecki, Cupples, and North. 09/10/10-06/30/18. Direct costs: $565,805

Hispanic Community Health Study (NO1HC65233). National Institutes of Health, National
Heart, Lung, and Blood Institute. Principal Investigator: Cai; Co-Investigator North. 09/30/06-
05/31/20. Direct costs: $3,110,018

Genome-Wide Association Study of Early Childhood Caries. National Institutes of Health,
National Institute of Dental and Craniofacial Research. Principal Investigator Divaris; Co-
Investigator North. Direct costs: $760,864

Gut Microbiome in Latinos (GOLD) (R01MDO011389). National Institute of Health, National
Institute of Diabetes and Digestive and Kidney Diseases. Principal Investigator Kaplan; Co-
Investigator North. 07/08/16-2/28/18. Direct costs: $468,600

Population Architecture Using Genomics and Epidemiology (PAGE) Phase Il — Study
Investigators (U01HG007416). National Institute of Health, National Human Genome Research
Institute. Principal Investigator: North. 07/01/17-11/30/21. Direct costs: $696,959.
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Leveraging Ancestral Diversity to Map Adiposity Loci in Hispanics (R01DK101855).
National Institute of Health, National Institute of Diabetes and Digestive and Kidney Diseases.
MPIs: North (contact), Haiman, Loos. 08/15/14-07/31/18. Direct costs: $1,450,000.

NHGRI Genome Sequencing Program Coordinating Center. National Institute of Health,
National Human Genome Research Institute. Principal Investigator: Matise; Co-Investigator
North. 1/14/16 -11/30/19. Direct costs: $56,538

Genetic Epidemiology of Casual Variants Across the Life Course (1U01HG004803).
National Institute of Health, National Human Genome Research Institute. Principal Investigator:
Heiss; Co-Investigator North. 07/17/08-05/31/14. Direct costs: $818,796

Genetic and Epidemiologic Predictors of Glucose Homeostasis in Hispanics
(R01DK085175). National Institute of Health, National Institute of Diabetes and Digestive and
Kidney Diseases. Principal Investigator Rotter; Co-Investigator North. 06/1/12-05/31/14. Direct
costs: $23,578

Genome-Wide Association Study of Periodontal Disease (R01DE021418). National
Institutes of Health, National Institute of Dental and Craniofacial Research. Principal Investigator
Offenbacher; Co-Investigator North. 07/1/11-06/30/14. Direct cost: $220,141

Genetic Epidemiology of Metabolic Diseases of Obesity (DK075681). National Institute of
Health, National Institute of Diabetes and Digestive and Kidney Diseases. Principal Investigator
Borecki, Co-Investigator North. 04/1/08-03/31/13. Direct costs: $234,579

GO Grant Women'’s’ Health Initiative (WHI) Sequencing Project. National Institutes of
Health, National Heart, Lung, and Blood Institute. Principal Investigator North. 09/30/09-9/20/11.
Direct costs: $588,890

NHLBI SHARE. GWAS Analysis for the Women’s Health Initiative Study (A10-0347-001).
National Institutes of Health, National Heart, Lung, and Blood Institute. Principal Investigator
North. 08/01/09-06/01/11. Direct costs: $748,000

Comprehensive Mapping of a Blood Pressure QTL on Chromosome 17 (1R01HL089651).
National Institutes of Health, National Heart, Lung, and Blood Institute. Principal Investigator
North. 4/1/08-03/31/11. Direct costs: $744,788

Strong Heart Family Study (U01-HL-06-5520). National Institutes of Health, National Heart,
Lung, and Blood Institute. Principal Investigator Cole, Co-Investigator North. 06/01/05-03/31/10.
Direct costs: $276,542

Atherosclerosis, Plaque and CVD in Communities (5U01 - HL0755). National Institutes of
Health, National Heart, Lung, and Blood Institute. Principal Investigator Heiss, Co-Investigator
North. 07/01/04-06/30/08. Direct costs: $1,380,823.

Gene-by-Smoking Interaction and Risk of Atherosclerosis (1R01 HL074377). National
Institutes of Health, National Heart, Lung, and Blood Institute. Principal Investigator North.
07/01/03-06/30/08. Direct costs: $855,443.

The Carolina Center for Exploratory Genetic Analysis (P20 RR020751). National Institute of
Health, National Human Genome Research Institute. Principal Investigator Reed, Co-
Investigator North. 9/22/04-07/31/07. Direct costs: $772,328.

HyperGEN - Forsyth Co. Field Center (Genetic Determinants of High Blood Pressure)(
5U01- HL054509). National Institutes of Health, National Heart, Lung, and Blood Institute.
Principal Investigator North. 09/05/95-06/30/07. Direct costs: $1,532,803.

Role of Cytochrome P450- Derived Eicosanoids in Endothelial Dysfunction and
Cardiovascular Disease (ES025034). The National Institute of Environmental Health Sciences.
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Principal Investigator Zeldin PI, Co-Investigator North. 07/01/03-06/30/05. Direct costs:
$70,000.

FHS: Molecular Genetics and Genetic Epidemiology-NC (RO1 HL56567). National
Institutes of Health, National Heart, Lung, and Blood Institute. Principal Investigator Heiss, Co-
Investigator North. 09/04/01-08/31/04. Direct costs: $51,120.

FHS: Molecular Genetics & Genetic Epidemiology-NC (5U01-HL56563). National Institutes
of Health, National Heart, Lung, and Blood Institute. Principal Investigator Heiss, Co-Investigator
North. 08/15/96-07/31/03. Direct costs: $1,655,204.

PUBLICATIONS
Invited Book Chapters

1.Arab L, M.J., DeMarini DM, Martin L, North, K.E.. , Nutrigenetics and Nutrigenomics in
Nutritional Epidemiology, in Design Concepts in Nutritional Epidemiology, Nelson .M. and
Margetts B, Editor. 2007, Oxford University Press: Oxford, UK.

Refereed Journal Articles

1 Indicates that the first author is a student or Postdoctoral fellow for which | am the primary
mentor

+Indicates that I am the senior author.

2025

616. Rao H, Weiss MC, Moon JY, Perreira KM, Daviglus ML, Kaplan R, North KE, Argos M,
Fernandez-Rhodes L, Sofer T. Advancements in genetic research by the Hispanic Community
Health Study/Study of Latinos: A 10-year retrospective review. HGG Adv. 2025 Jan
9;6(1):100376. doi: 10.1016/j.xhgg.2024.100376. Epub 2024 Oct 29. PMID: 39473183 Free
PMC article. Review.

615. Ockerman F, Chen B, Sun Q, Kharitonova EV, Chen W, Zhou LY, Loos RJF, Kooperberg
C, Peters U, Haessler J, Reiner A, Jung SY, Manson JE, Nassir R, North KE, Buyske S,
Haiman CA, Conti DV, Wilkens LR, Lange EM, Cox NJ, Cao H, Raffield LM, Li Y, Tao R. An
Efficient Lasso Framework for Admixture-Aware Polygenic Scores. bioRxiv [Preprint]. 2025 Aug
27:2025.08.26.671106. doi: 10.1101/2025.08.26.671106. PMID: 40909540 Free PMC article.
Preprint.

614. Hu Y, Haessler J, Lundin JI, Darst BF, Whitsel EA, Grove M, Guan W, Xia R, Szeto M,
Raffield LM, Ratliff S, Wang Y, Wang X, Fohner AE, Lynch MT, Patel YM, Lani Park S, Xu H,
Mitchell BD, Bis JC, Sotoodehnia N, Brody JA, Psaty BM, Peloso GM, Tsai MY, Rich SS, Rotter
JI, Smith JA, Kardia SLR, Reiner AP, Lange L, Fornage M, Pankow JS, Graff M, North KE,
Kooperberg C, Peters U. Methylome-wide association analyses of lipids and modifying effects of
behavioral factors in diverse race and ethnicity participants. Clin Epigenetics. 2025 Apr
2;17(1):54. doi: 10.1186/s13148-025-01859-3. PMID: 40176173 Free PMC article.

613.Paules EM, VerHague M, Lulla AA, Meyer KA, Coleman MF, Albright J, Bennett BJ, North
KE, Howard AG, Gordon-Larsen P, Trujillo-Gonzalez I, French JE, Hursting SD. Sex-specific
systemic metabolic predictors of resistance to calorie restriction-induced weight loss in obese
diversity outbred mice Am J Physiol Regul Integr Comp Physiol. 2025 Oct 1;329(4):R576-R585.
doi: 10.1152/ajpregu.00220.2024. Epub 2025 Apr 18. PMID: 40250471 Free article.
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612. Zhang X, Scadden AW, Marthi A, Buchanan VL, Qu Y, Ferrier KR, Chen BD, Graff M, Avila
J, Boerwinkle E, Buyske S, Clish CB, Cruz D, Fornage M, Gerzsten RE, Gignoux CR, Glover L,
Hou L, Justice AE, Kooperberg C, Kramer H, Lange L, Loos RJF, Matise T, Mychaleckyj JC,
Olabisi OA, Peters U, Raffield LM, Reiner AP, Rich SS, Rotter JI, Taylor KD, Yu B, Zheng Y,
North KE, Mottl AK, Highland HM, Stanislawski MA. Alterations in DNA Methylation, Proteomic,
and Metabolomic Profiles in African Ancestry Populations with APOL1 Risk Alleles. J Am Soc
Nephrol. 2025 Apr 7;36(8):1490-1504. doi: 10.1681/ASN.0000000688. PMID: 40193202

611. EI-Sabawi B, Betti M, Lin P, Huang X, Kim N, Yaser Anwar M, Perry AS, Perera BLA,
Gajjar P, Colangelo LA, Amancherla K, Sheng Q, Zhao S, Stolze L, Farber-Eger E, Landman
JM, Miller PE, Liu GY, Das S, Wells QS, Terry JG, Lloyd-Jones D, Das S, Khan SS, North KE,
Below J, Nayor M, Kalhan R, Carr JJ, Gamazon ER, Shah RV. medRxiv [Preprint]. 2025 Mar
7:2025.03.06.25323506. doi: 10.1101/2025.03.06.25323506. PMID: 40093223 Free PMC
article. Preprint. Molecular architecture of human atherosclerosis revealed through integrative
human genetics.

610. Li X, Chen H, Selvaraj MS, Van Buren E, Zhou H, Wang Y, Sun R, McCaw ZR, Yu Z, Jiang
MZ, DiCorpo D, Gaynor SM, Dey R, Arnett DK, Benjamin EJ, Bis JC, Blangero J, Boerwinkle E,
Bowden DW, Brody JA, Cade BE, Carson AP, Carlson JC, Chami N, Chen Y|, Curran JE, de
Vries PS, Fornage M, Franceschini N, Freedman BI, Gu C, Heard-Costa NL, He J, Hou L, Hung
YJ, Irvin MR, Kaplan RC, Kardia SLR, Kelly TN, Konigsberg |, Kooperberg C, Kral BG, Li C, Li
Y, Lin H, Liu CT, Loos RJF, Mahaney MC, Martin LW, Mathias RA, Mitchell BD, Montasser ME,
Morrison AC, Naseri T, North KE, Palmer ND, Peyser PA, Psaty BM, Redline S, Reiner AP,
Rich SS, Sitlani CM, Smith JA, Taylor KD, Tiwari HK, Vasan RS, Viali S, Wang Z, Wessel J,
Yanek LR, Yu B; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium; Dupuis J,
Meigs JB, Auer PL, Raffield LM, Manning AK, Rice KM, Rotter JI, Peloso GM, Natarajan P, Li Z,
Liu Z, Lin X. A statistical framework for multi-trait rare variant analysis in large-scale whole-
genome sequencing studies. Nat Comput Sci. 2025 Feb;5(2):125-143. doi: 10.1038/s43588-
024-00764-8. Epub 2025 Feb 7. PMID: 39920506 Free PMC article.

609. Kim D, Highland HM, Smit RAJ, Hysong MR, Buchanan VL, Young KL, Zhao C, Spracklen
CN, Kilpelainen TO, Guo B, Darst BF, Cai Y, Wang Z, Lundin J, Berndt SI, Manson JE, Marouli
E, Lange L, Lange E, Fornage M, Gignoux CR, Haiman CA, Rich SS, Buyske S, Loos RJF,
Kooperberg C, Peters U, Avery CL, Gordon-Larsen P, Graff M, Raffield LM, North KE. Genetic
underpinnings of the heterogeneous impact of obesity on lipid levels and cardiovascular disease.
Genome Med. 2025 Oct 6;17(1):113. doi: 10.1186/s13073-025-01522-9., PMID: 41053791 Free

608. Palmer AB, Roshani R, McCormick JB, Fisher-Hoch SP, Below JE, North KE, Gordon-
Larsen P. Excess Adiposity Without Obesity in a High-Risk Population. JAMA Netw Open. 2025
Oct 1;8(10):€2535194. doi: 10.1001/jamanetworkopen.2025.35194.

PMID: 41042515

607. Guo B, Cai Y, Kim D, Smit RAJ, Wang Z, lyer KR, Hilliard AT, Haessler J, Tao R, Broadaway
KA, Wang Y, Pozdeyev N, Steger FF, Yang C, Vanderwerff B, Patki AD, Stalbow L, Lin M,
Rafaels N, Shortt J, Wiley L, Stanislawski M, Pattee J, Davis L, Straub PS, Shuey MM, Cox NJ,
Lee NR, Jgrgensen ME, Bjerregaard P, Larsen C, Hansen T, Moltke I, Meigs JB, Stram DO, Yin
X, Zhou X, Chang KM, Clarke SL, Guarischi-Sousa R, Lankester J, Tsao PS, Buyske S, Graff M,
Raffield LM, Sun Q, Wilkens LR, Carlson CS, Easton CB, Liu S, Manson JE, Marchand LL,
Haiman CA, Mohlke KL, Gordon-Larsen P, Albrechtsen A, Boehnke M, Rich SS, Manichaikul A,
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Rotter JI, Yousri NA, Irvin RM; biobank at the Colorado Center for Personalized Medicine (CCPM);
VA Million Veteran Program (MVP); Gignoux C, North KE, Loos RJF, Assimes TL, Peters U,
Kooperberg C, Raghavan S, Highland HM, Darst BF. Polygenic risk score for type 2 diabetes
shows context-dependent effects across populations. Nat Commun. 2025 Oct 1;16(1):8632. doi:
10.1038/s41467-025-63546-4. PMID: 41034193

606. Hullings AG, Howard AG, Meyer KA, Avery CL, North KE, Mhatre S, Sha W, Li Y, Rushing
B, Sumner S, Du X, Lewis CE, Gordon-Larsen P. Body Mass Index Modifies Associations
Between Diet Quality and Circulating Metabolites: The CARDIA Study, 2005 to 2006. PMID:
41025449J Am Heart Assoc. 2025 Oct 7;14(19):e037874. doi: 10.1161/JAHA.124.037874. Epub
2025 Sep 30. PMID: 41025449.

605. Xu H, Gupta S, Dinsmore |, Kollu A, Cawley AM, Anwar MY, Chen HH, Petty LE, Seshadri
S, Graff M, Below JE, Brody JA, Chittoor G, Fisher-Hoch SP, Heard-Costa NL, Levy D, Lin H,
Loos RJF, Mccormick JB, Rotter JI, Mirshahi T, Still CD, Destefano A, Cupples LA, Mohlke KL,
North KE, Justice AE, Liu CT. Integrating genetic and transcriptomic data to identify genes
underlying obesity risk loci. Int J Obes (Lond). 2025 Sep 26. doi: 10.1038/s41366-025-01898-z.
Online ahead of print. PMID: 41006818

604. Chami N, Wang Z, Svenstrup V, Obrero VD, Hemerich D, Huang Y, Dashti H, Manitta E,
Preuss MH, North KE, Holm LA, Fonvig CE, Holm JC, Hansen T, Scheele C, Rauch A, Smit RAJ,
Claussnitzer M, Loos RJF. Genetic subtyping of obesity reveals biological insights into the
uncoupling of adiposity from its cardiometabolic comorbidities. Nat Med. 2025 Sep 12. doi:
10.1038/s41591-025-03931-0. Online ahead of print. PMID: 40940440

603. Krishnan M, Anwar MY, Justice AE, Chittoor G, Chen HH, Roshani R, Scartozzi A, Dickerson
RR, Smit RAJ, Preuss MH, Chami N, Hadad BS, Parra EJ, Cruz M, Hui Q, Wilson PWF, Sun YV,
Zhang X, Linchangco GV, Kardia SLR, Faul JD, Weir DR, Bielak LF, Highland HM, Young KL, Qi
B, Wang Y, Fornage M, Haiman C, Cheng |, Peters U, Kooperberg C, Buyske S, McCormick JB,
Fisher-Hoch SP, Lona-Durazo F, Peralta J, Gomez-Zamudio J, Rich SS, Ferrier KR, Lange EM,
Gignoux CR, Kenny EE, Wojcik GL, Cho K, Gaziano MJ, Djousse L, Liu S, Vaidya D, de Mutsert
R, Josyula NS, Bauer CR, Zhao W, Walker RW, Smith JA, Lange LA, Meyer MC, Liu CT, Yanek
LR, Lee M, Raffield LM, Loos RJF, Gordon-Larsen P, Below JE, North KE, Graff M. Genome-
wide association study provides novel insight into the genetic architecture of severe obesity. PLoS
Genet. 2025 Sep 12;21(9):e1011842. doi: 10.1371/journal.pgen.1011842. eCollection 2025 Sep.
PMID: 40939575

602. Palmer AB, Lee KH, Roshani R, Frankel E, Lee M, Anwar MY, Highland HM, Young KL,
Graff M, McCormick JB, Fisher-Hoch SP, Samuel JP, Below JE, North KE, Gordon-Larsen P.
JAMA Pediatr. 2025 Sep 8:€252991. doi: 10.1001/jamapediatrics.2025.2991. Online ahead of
print. Prevalence of Obesity With Confirmed Excess Adiposity in US Children and Adolescents.
PMID: 40920413

601. Selvaraj MS, Li X, Li Z, Van Buren E, Haidermota S, Postupaka D, Hornsby W, Bis JC, Brody
JA, Cade BE, Chung RH, Curran JE, Damrauer SM, de Las Fuentes L, de Vries PS, Duggirala
R, Freedman Bl, Graff M, Guo X, Hidalgo BA, Hou L, Irvin R, Judy R, Kalyani RR, Kelly TN,
Konigsberg IR, Kral BG, Kwee LC, Levy D, Li C, Manichaikul AW, Martin LW, Montasser ME,
Morrison AC, Naseri T, North KE, O'Connell JR, Palmer ND, Peyser PA, Reiner AP, Shah SH,
Smit RAJ, Smith JA, Taylor KD, Tiwari H, Tsai MY, Viali S, Wang Z, Wang Y, Zhao W, Arnett DK,
Blangero J, Boerwinkle E, Bowden DW, Carlson JC, Chen Y], Ellinor PT, Fornage M, He J, Heard-
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Costa N, Kaplan RC, Kardia SLR, Kooperberg C, Kraus WE, Lange LA, Loos RJF, Mitchell BD,
Psaty BM, Rader DJ, Redline S, Rich SS, Yanek LR, Gibbs R, Gabriel S, Viaud-Martinez KA,
Dutcher SK, Germer S, Kim R, Rotter JI, Lin X, Peloso GM; NHLBI Trans-Omics for Precision
Medicine (TOPMed) Consortium; Natarajan P. Whole genome sequence analysis of low-density
lipoprotein cholesterol across 246 K individuals. Genome Biol. 2025 Sep 9;26(1):273. doi:
10.1186/s13059-025-03698-0.

PMID: 40926209.

602. Moore A, Kane E, Teras LR, Machiela MJ, Arias J, Panagiotou OA, Monnereau A, Doo NW,
Wang Z, Slager SL, Vermeulen RCH, Vajdic CM, Smedby KE, Spinelli JJ, Vijai J, Giles GG, Link
BK, Arslan AA, Nieters A, Bracci PM, Camp NJ, Salles G, Cozen W, Hjalgrim H, De Vivo I, Adami
HO, Albanes D, Becker N, Benavente Y, Bisanzi S, Boffetta P, Brennan P, Brooks-Wilson AR,
Canzian F, Clavel J, Conde L, Cox DG, Curtin K, Foretova L, Ghesquiéres H, Glimelius B,
Habermann TM, Hofmann JN, Lan Q, Liebow M, Lincoln A, Maynadie M, McKay J, Melbye M,
Miligi L, Milne RL, Molina TJ, Morton LM, North KE, Offit K, Padoan M, Piro S, Patel AV, Purdue
MP, Ravichandran V, Riboli E, Severson RK, Southey MC, Staines A, Tinker LF, Travis RC, Wang
SS, Weiderpass E, Weinstein S, Zheng T, Chanock SJ, Rothman N, Birmann BM, Cerhan JR,
Berndt Sl. Genetically determined body mass index is associated with diffuse large B-cell
lymphoma in polygenic and Mendelian randomization analyses. Int J Cancer. 2025 Sep 5. doi:
10.1002/ijc.70039. Online ahead of print. PMID: 40910475

601. Huerta-Chagoya A, Kim J, Mandla R, Lu Y, Suzuki K, Petty LE, Ng HK, Choi J, Lee S,
Rout M, Lin K, Adair LS, Adeyemo A, Ahsan H, Akiyama M, An P, Anand SS, Becker DM,
Bertoni AG, Bian Z, Bielak LF, Blangero J, Boehnke M, Bottinger EP, Bowden DW, Bragg F,
Brody JA, Buchanan TA, Cade BE, Chai JF, Chambers JC, Chandak GR, Chang LC, Chang
KM, Chee ML, Chen CH, Chen YT, Chen Z, Chen YI, Chen J, Chen G, Chen SH, Chen WM,
Cheng CY, Cho YS, Choi HS, Chuang LM, Cruz M, Cushman M, Das SK, DeFronzo RA,
deSilva HJ, Dimitrov L, Doumatey AP, Du S, Duan Q, Duggirala R, Emery LS, Engert JC, Evans
DS, Evans MK, Finer S, Florez JC, Floyd JS, Fornage M, Frankel EG, Freedman BI, Garcia-
Garcia L, Genter P, Gerstein HC, Goodarzi MO, Gordon-Larsen P, Graff M, Gross M, Guo Y,
Guo X, Hai Y, Hanis CL, Hayes M, Horikoshi M, Howard AG, Hsu S, Hsueh W, Huang W,
Huang M, Hung YJ, Hwang MY, Hwu CM, Ichihara S, Igase M, Ipp E, Islam MT, Isono M, Jang
HM, Jasmine F, Jonas JB, Joo YY, Kabagambe E, Kadowaki T, Kamatani Y, Kandeel FR,
Kardia SLR, Karlson EW, Kasturiratne A, Kato N, Katsuya T, Kaur V, Kawaguchi T, Keaton JM,
Kho AN, Khor CC, Kibriya M, Kim BJ, Koh WP, Kohara K, Kooner JS, Kooperberg C,
Kreienkamp RJ, North KE... Multi-ancestry polygenic risk scores for the prediction of type 2
diabetes and complications in diverse ancestries. medRxiv [Preprint]. 2025 Jul
23:2025.07.21.25331778. doi: 10.1101/2025.07.21.25331778. PMID: 40778152

600. Saw WY, Kim K, Huang Y, Yun JH, Ma X, Bacon J, Pershad Y, Levy D, O'Connor GT,
Boerwinkle E, Barr RG, Rich SS, Rotter JI, Carson AP, Raffield LM, Gharib SA, Bartz TM, Psaty
BM, Sofer T, North KE, Kaplan R, Oelsner EC, Manichaikul A, Bick AG, Sheet P, Reiner AP;
NHLBI Trans-Omics for Precision Medicine Consortium; Jakubek YA, Auer PL, Cho MH, DeMeo
DL. Mosaic Loss of Y chromosome associates with lung function, emphysema and epigenetic
aging. medRxiv [Preprint]. 2025 Jul 30:2025.07.30.25332379. doi:
10.1101/2025.07.30.25332379. PMID: 40766134

599. Nagarajan P, Kurniansyah N, Lee J, Gharib SA, Xu Y, Zhang Y, Spitzer B, Faquih T, Zhou
H, Boerwinkle E, Chen H, Gottlieb DJ, Guo X, Heard-Costa NL, Hidalgo BA, Levy D, Liu PY,
Mei H, Montalvan R, Mukherjee S, North KE, O'Conner GT, Palmer LJ, Patel SR, Psaty BM,
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Purcell SM, Raffield LM, Rich SS, Rotter JI, Saxena R, Smith AV, Stone KL, Zhu X; TOPMed
Sleep Trait Working Group; Cade BE, Sofer T, Redline S, Wang H. Genome-wide Gene by
Sleepiness Interaction Analysis for Sleep Apnea. Sleep. 2025 Jul 28:zsaf212. doi: PMID:
40736211.

598. Smit RAJ, Wade KH, Hui Q, Arias JD, Yin X, Christiansen MR, Yengo L, Preuss MH,
Nakabuye M, Rocheleau G, Graham SE, Buchanan VL, Chittoor G, Graff M, Guindo-Martinez
M, Lu Y, Marouli E, Sakaue S, Spracklen CN, Vedantam S, Wilson EP, Chen SH, Ferreira T, Ji
Y, Karaderi T, Lull K, Machado M, Malden DE, Medina-Gomez C, Moore A, Riieger S, Akiyama
M, Allison MA, Alvarez M, Andersen MK, Appadurai V, Arbeeva L, Bartell E, Bhaskar S, Bielak
LF, Bis JC, Bollepalli S, Bork-densen J, Bradfield JP, Bradford Y, Brandl C, Braund PS, Brody
JA, Broeckel U, Burgdorf KS, Cade BE, Cai Q, Camarda S, Campbell A, Cafiadas-Garre M,
Chai JF, Chesi A, Choi SH, Christofidou P, Couture C, Cuellar-Partida G, Danning R,
Degenhardt F, Delgado GE, Delitala A, Demirkan A, Deng X, Dietl A, Dimitriou M, Dimitrov L,
Dorajoo R, Eichelmann F, Eliasen AU, Engmann JE, Erdos MR, Fairhurst-Hunter Z, Farmaki
AE, Faul JD, Fernandez-Lopez JC, Forer L, Frank M, Freitag-Wolf S, Fritsche LG, Fuchsberger
C, Galesloot TE, Gao Y, Geller F, Giannakopoulou O, Giulianini F, Gjesing AP, Goel A, Gordon
SD, Gorski M, Grove J, Guo X, Gustafsson S, Haessler J, Hansen TF, Havulinna AS, Haworth
SJ, Heard-Costa N, Hemerich D, Highland HM,North KE ..... Polygenic prediction of body mass
index and obesity through the life course and across ancestries. Nat Med. 2025
Sep;31(9):3151-3168. doi: 10.1038/s41591-025-03827-z. Epub 2025 Jul 21. PMID: 40691366.

597. Anwar MY, Highland HM, Palmer AB, Duong T, Lin Z, Zhu W, Sprinkles J, Kim D, Young
KL, Chen HH, Krishnan M, Gutierrez A, Roshani R, Frankel EG, Landman J, Gordon-Larsen P,
Lee M, Fisher-Hoch SP, McCormick JB, Curran J, Blangero J, Meikle PJ, Giles C, Below JE,
North KE, Graff M. The Circulating Lipidome In Severe Obesity. medRxiv [Preprint]. 2025 Jun
13:2025.06.11.25329456. doi: 10.1101/2025.06.11.25329456. PMID: 40585134

596. Anwar MY, Highland HM, Sheng Q, Chen HH, Roshani R, Frankel EG, Landman J, Kim D,
Young KL, Zhu W, Krishnan M, Gutierrez A, Gordon-Larsen P, Lee M, Gamazon ER,
Amancherla K, Das S, Betti MJ, Fisher-Hoch SP, McCormick JB, Below JE, Graff M, Shah RV,
North KE. Multi-omics of human obesity and related multi-system diseases. J Clin Endocrinol
Metab. 2025 Jun 24:dgaf373. doi: 10.1210/clinem/dgaf373. Online ahead of print. PMID:
40581728

595. Bentley AR, Brown MR, Musani SK, Schwander KL, Winkler TW, Sims M, Kilpelainen TO,
Aschard H, Bartz TM, Bielak LF, Chai JF, Chitrala KN, Franceschini N, Graff M, Guo X, Hartwig
FP, Horimoto ARVR, Lim E, Liu Y, Manning AK, Nolte IM, Noordam R, Richard MA, Smith AV,
Sung YJ, Vojinovic D, Wang R, Wang Y, Feitosa MF, Harris SE, Lyytikainen LP, Pistis G,
Rauramaa R, van der Most PJ, Ware E, Weiss S, Wen W, Yanek LR, Arking DE, Arnett DK,
Ballantyne C, Boerwinkle E, Chen YI, Daviglus ML, de Las Fuentes L, de Vries PS, Delaney
JAC, Fretts AM, Ekunwe L, Faul JD, Gallo LC, Heikkinen S, Homuth G, Ikram MA, Isasi CR,
Jonas JB, Keltikangas-Jarvinen L, Komulainen P, Kraja AT, Krieger JE, Launer L; Lifelines
Cohort Study; Liu J, Lohman K, Luik Al, Manichaikul AW, Marques-Vidal P, Milaneschi Y,
Mwasongwe SE, O'Connell JR, Rice K, Rich SS, Schreiner PJ, Schwettmann L, Shikany JM,
Shu XO, Smith JA, Snieder H, Sotoodehnia N, Tai ES, Taylor KD, Tinker L, Tsai MY,
Uitterlinden AG, van Duijn CM, van Heemst D, Waldenberger M, Wallace RB, Wee HL, Weir
DR, Wei WB, Willems van Dijk K, Wilson G, Yao J, Young KL, Zhang X, Zhao W, Zhu X,
Zonderman AB, Deary |J, Gieger C, Grabe HJ, Lakka TA, Lehtimaki T, Olde...North KE. Multi-
ancestry genome-wide association analyses incorporating SNP-by-psychosocial interactions
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identify novel loci for serum lipids. Transl Psychiatry. 2025 Jun 20;15(1):207. doi:
10.1038/s41398-025-03418-z. PMID: 40537477

594. Lundin JI, Peters U, Hu Y, Ammous F, Benjamin EJ, Bis JC, Brody JA, Cushman M, Fuller
H, Gignoux C, Guo X, Haessler J, Haiman C, Joehanes R, Kasela S, Kenny E, Lappalainen T,
Levy D, Liu C, Liu Y, Loos RJF, Matise T, North KE, Park SL, Ratliff SM, Reiner A, Rich SS,
Rotter JI, Smith JA, Sotoodehnia N, Tracy R, Van den Berg D, Ye T, Zhao W, Raffield LM,
Kooperberg C; PAGE Study. Epigenetic mechanisms underlying variation of IL-6, a well-
established inflammation biomarker and risk factor for cardiovascular disease. Atherosclerosis.
2025 Aug;407:120219. doi: 10.1016/j.atherosclerosis.2025.120219. Epub 2025 May 20.PMID:
40480020

593. Sharma J, McArdle CE, Graff M, Cordero C, Daviglus M, Gallo LC, Isasi CR, Kelly TN,
Perreira KM, Talavera GA, Cai J, North KE, Fernandez-Rhodes L, Wojcik GL. Genetic ancestry
influences gene-environment interactions with sociocultural factors: Results from the Hispanic
Community Health Study/Study of Latinos. HGG Adv. 2025 Jul 10;6(3):100451. doi:
10.1016/j.xhgg.2025.100451. Epub 2025 May 8. PMID: 40340254 Free PMC article.

592. +Chen HH, Highland HM, Frankel EG, Scartozzi AC, Zhang X, Roshani R, Sharma P, Kar
A, Buchanan VL, Polikowsky HG, Petty LE, Seo J, Anwar MY, Kim D, Graff M, Young KL, Zhu W,
Karastergiou K, Shaw DM, Justice AE, Fernandez-Rhodes L, Krishnan M, Gutierrez A,
McCormick PJ, Aguilar-Salinas CA, Tusié-Luna MT, Mufoz- Hernandez LL, Herrera-Hernandez
M, Lee M, Gamazon ER, Cox NJ, Pajukanta P, Fried SK, Gordon-Larsen P, Shah RV, Fisher-
Hoch SP, McCormick JB, North KE, Below JE. Multiomics reveal key inflammatory drivers of
severe obesity: IL4R, LILRA5, and OSM. Cell Genom. 2025 Feb 27:100784. doi:
10.1016/j.xgen.2025.100784. Epub ahead of print. PMID: 40043711.

591. Petty LE, Chen HH, Frankel EG, Zhu W, Downie CG, Graff M, Lin P, Sharma P, Zhang X,
Scartozzi AC, Roshani R, Landman JM, Boehnke M, Bowden DW, Chambers JC, Mahajan A,
McCarthy MI, Ng MCY, Sim X, Spracklen CN, Zhang W, Preuss M, Bottinger EP, Nadkarni GN,
Loos RJF, Chen YI, Tan J, Ipp E, Genter P, Emery LS, Louie T, Sofer T, Stilp AM, Taylor KD,
Xiang AH, Buchanan TA, Roll K, Gao C, Palmer ND, Norris JM, Wagenknecht LE, Nousome D,
Varma R, McKean-Cowdin R, Guo X, Hai Y, Hsueh W, Sandow K, Parra EJ, Cruz M,
Valladares-Salgado A, Wacher-Rodarte N, Rotter JI, Goodarzi MO, Rich SS, Bertoni A, Raffel
LJ, Nadler JL, Kandeel FR, Duggirala R, Blangero J, Lehman DM, DeFronzo RA, Thameem F,
Wang Y, Gahagan S, Blanco E, Burrows R, Huerta-Chagoya A, Florez JC, Tusie-Luna T,
Gonzalez-Villalpando C, Orozco L, Haiman CA, Hanis CL, Rohde R, Whitsel EA, Reiner AP,
Kooperberg C, Li Y, Duan Q, Lee M, Correa-Burrows P, Fried SK, North KE, McCormick JB,
Fisher-Hoch SP, Gamazon ER, Morris AP, Mercader JM, Highland HM, Below JE; DIAMANTE
Hispanic/Latino Consortium; Global Hispanic Lipids Consortium. Large-scale multi-omics
analyses in Hispanic/Latino populations identify genes for cardiometabolic traits. Nat Commun.
2025 Apr 11;16(1):3438. doi: 10.1038/s41467-025-58574-z. PMID: 40210677

590. Lee S, Miller CL, Bentley AR, Brown MR, Nagarajan P, Noordam R, Morrison J, Schwander
K, Westerman K, Kho M, Kraja AT,..... North KE, Penninx BW, Peyser PA, Province MM, Psaty
BM, Redline S, Rosendaal FR, Rotimi CN, Rotter JI, Schmidt R, Sim X, Terao C, Weir DR, Zhu
X, Franceschini N, O'Connell JR, Jaquish CE, Wang H, Manning A, Munroe PB, Rao DC, Chen
H, Gauderman WJ, Bierut L, Winkler TW, Fornage M. A Large-Scale Genome-wide Association
Study of Blood Pressure Accounting for Gene-Depressive Symptomatology Interactions in
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564,680 Individuals from Diverse Populations. Res Sq [Preprint]. 2025 Feb 17:rs.3.rs-6025759.
doi: 10.21203/rs.3.rs-6025759/v1. PMID: 40034430; PMCID: PMC11875294.

589. Papadopoulou A, Litkowski EM, Graff M, Wang Z, Smit RAJ, Chittoor G, Dinsmore |, Josyula
NS, Lin M, Shortt J, Zhu W, Vedantam SL, Yengo L, Wood AR, Berndt SI, Holm IA, Mentch FD,
Hakonarson H, Kiryluk K, Weng C, Jarvik GP, Crosslin D, Carrell D, Kullo IJ, Dikilitas O, Hayes
MG, Wei W-, Edwards DRV, Assimes TL, Hirschhorn JN, Below JE, Gignoux CR, Justice AE,
Loos RJF, Sun YV, Raghavan S, Deloukas P, North KE, Marouli E. Insights from the largest
diverse ancestry sex- specific disease map for genetically predicted height. NPJ Genom Med.
2025 Feb 27;10(1):14. doi: 10.1038/s41525-025-00464-w. PMID: 40016231; PMCID:
PMC11868580.

588. Li X, Chen H, Selvaraj MS, Van Buren E, Zhou H, Wang Y, Sun R, McCaw ZR, Yu Z, Jiang....
North KE, Palmer ND, Peyser PA, Psaty BM, Redline S, Reiner AP, Rich SS, Sitlani CM, Smith
JA, Taylor KD, Tiwari HK, Vasan RS, Viali S, Wang Z, Wessel J, Yanek LR, Yu B; NHLBI Trans-
Omics for Precision Medicine (TOPMed) Consortium; Dupuis J, Meigs JB, Auer PL, Raffield LM,
Manning AK, Rice KM, Rotter JI, Peloso GM, Natarajan P, Li Z, Liu Z, Lin X. A statistical
framework for multi-trait rare variant analysis in large-scale whole-genome sequencing studies.
Nat Comput Sci. 2025 Feb;5(2):125-143. doi: 10.1038/s43588-024-00764-8. Epub 2025 Feb 7.
PMID: 39920506.

587. 1 + Downie CG, Shrestha P, Okello S, Yaser M, Lee HH, Wang Y, Krishnan M, Chen HH,
Justice AE, Chittoor G, Josyula NS, Gahagan S, Blanco E, Burrows R, Correa- Burrows P, Albala
C, Santos JL, Angel B, Lozoff B, Hartwig FP, Horta B, Brina KR, Isasi CR, Qi Q, Gallo LC, Perreira
KM, Thyagarajan B, Daviglus M, Van Horn L, Gonzalez F, Bradfield JP, Hakonarson H, Grant
SFA, Below JE, Felix J, Graff M, Divaris K, North KE. Trans-ancestry genome-wide association
study of childhood body mass index identifies novel loci and age-specific effects. HGG Adv. 2025
Jan 30;6(2):100411. doi: 10.1016/j.xhgg.2025.100411. Epub ahead of print. PMID: 39885687;
PMCID: PMC11875162.

586. Ferrier K, Graff M, Konigsberg IR, Stanislawski M, Highland HM, Raffield LM, Carson AP,
Boerwinkle E, Norris JM, Gignoux CR, Hendricks AE, Raghavan S, North KE, Allison MA, Budoff
MJ, Kasela S, Aguet F, Joseph JJ, Kooperberg C, Rich SS, Rotter JI, Lange EM, Lange LA.
Epigenome-wide association study meta-analysis of BMI in African American Adults. medRxiv
[Preprint]. 2025 Feb 11:2025.01.15.25320607. doi: 10.1101/2025.01.15.25320607. PMID:
39867370; PMCID: PMC11759601.

585. Jakubek YA, Ma X, Stilp AM, Yu F, Bacon J, Wong JW, Aguet F, Ardlie K, Arnett DK, Barnes
K, Bis JC, Blackwell T, Becker LC, Boerwinkle E, Bowler RP, Budoff MJ, Carson AP, Chen J, Cho
MH, Coresh J, Cox NJ, de Vries PS, DeMeo DL, Fardo DW, Fornage M, Guo X, Hall ME, Heard
Costa N, Hidalgo B, Irvin MR, Johnson AD, Jorgenson E, Kenny EE, Kessler MD, Levy D, Li Y,
Lima JAC, Liu Y, Locke AE, Loos RJF, Machiela MJ, Mathias RA, Mitchell BD, Murabito JM,
Mychaleckyj JC, North KE, Orchard P, Parker SCJ, Pershad Y, Peyser PA, Pratte KA, Psaty BM,
Raffield LM, Redline S; Regeneron Genetics Center; Rich SS, Rotter JI, Shah SJ, Smith JA, Smith
AP, Smith A, Taub MA, Tiwari HK, Tracy R, Tuftin B; NHLBI Trans-Omics for Precision Medicine
Consortium; Bick AG, Sankaran VG, Reiner AP, Scheet P, Auer PL. Genomic and phenotypic
correlates of mosaic loss of chromosome Y in blood. Am J Hum Genet. 2025 Feb 6;112(2):276-
290. doi: 10.1016/j.ajhg.2024.12.014. Epub 2025 Jan 13. PMID: 39809269; PMCID:
PMC11866972.
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584: 7 £Shrestha P, Graff M, Gu Y, Wang Y, Avery CL, Ginnis J, Simancas-Pallares MA, Ferreira
Zandona AG, Alotaibi RN, Orlova E, Ahn HS, Nguyen KN, Highland HM, Lin DY, Preisser JS,
Slade GD, Marazita ML, North KE, Divaris K. Multiancestry Genome-Wide Association Study of
Early Childhood Caries. J Dent Res. 2025 Mar;104(3):280-289. doi:
10.1177/00220345241291528. Epub 2024 Dec 19. PMID: 39698793; PMCID: PMC11843792.

583. 7+ Zhang X, Brody JA, Graff M, Highland HM, Chami N, Xu H, Wang Z, Ferrier K, Chittoor
G, Josyula NS, Li X, Li Z, Allison MA, Becker DM, Bielak LF, Bis JC, ..... , North KE, Justice AE.
Whole genome sequencing analysis of body mass index identifies novel African ancestry-
specific risk allele. Nat Commun. 2025 Apr 11;16(1):3470. doi: 10.1038/s41467-025-58420-2.
PMID: 40216759 Free PMC article.

582. Nagarajan P, Winkler TW, Bentley AR, Miller CL, Kraja AT, Schwander K, Lee S, Wang W,
Brown MR, Morrison JL, Giri A, O'Connell JR, Bartz TM, de Las Fuentes L, Gudmundsdottir V,
Guo X, Harris SE, Huang Z, Kals M, Kho M, Lefevre C, Luan J, ...North KE, Fornage M; Million
Veteran Program; Hung AM, Manning AK, Gauderman J, Chen H, Munroe PB, Rao DC, van
Heemst D, Redline S, Noordam R, Wang H. A Large-Scale Genome-Wide Study of Gene-Sleep
Duration Interactions for Blood Pressure in 811,405 Individuals from Diverse Populations. Mol
Psychiatry. 2025 Aug;30(8):3660-3672. doi: 10.1038/s41380-025-02954-w. Epub 2025 Apr 4.
PMID: 40181193

581. Jakubek YA, Ma X, Stilp AM, Yu F, Bacon J, Wong JW, Aguet F, Ardlie K, Arnett DK,
Barnes K, Bis JC, Blackwell T, Becker LC, Boerwinkle E, Bowler RP, Budoff MJ, Carson AP,
Chen J, Cho MH, Coresh J, Cox NJ, de Vries PS, DeMeo DL, Fardo DW, Fornage M, Guo X,
Hall ME, Heard-Costa N, Hidalgo B, Irvin MR, Johnson AD, Jorgenson E, Kenny EE, Kessler
MD, Levy D, Li Y, Lima JAC, Liu Y, Locke AE, Loos RJF, Machiela MJ, Mathias RA, Mitchell
BD, Murabito JM, Mychaleckyj JC, North KE, Orchard P, Parker SCJ, Pershad Y, Peyser PA,
Pratte KA, Psaty BM, Raffield LM, Redline S; Regeneron Genetics Center; Rich SS, Rotter JI,
Shah SJ, Smith JA, Smith AP, Smith A, Taub MA, Tiwari HK, Tracy R, Tuftin B; NHLBI Trans-
Omics for Precision Medicine Consortium; Bick AG, Sankaran VG, Reiner AP, Scheet P, Auer
PL. Am J Genomic and phenotypic correlates of mosaic loss of chromosome Y in blood. Hum
Genet. 2025 Feb 6;112(2):276-290. doi: 10.1016/j.ajhg.2024.12.014. Epub 2025 Jan 13. PMID:
39809269 Free PMC article.

580: Bukowski A, Hoyo C, Graff M, Vielot NA, Kosorok MR, Brewster WR, Maguire RL, Murphy
SK, Nedjai B, Ladoukakis E, North KE, Smith JS. Epigenome-wide differential methylation and
differential variability as predictors of high- grade cervical intraepithelial neoplasia (cin2+). Am J
Epidemiol. 2024 Aug 8:kwae254. doi: 10.1093/aje/kwae254. Am J Epidemiol. 2025 Apr
8;194(4):1012-1022. doi: 10.1093/aje/kwae254. PMID: 39117569 Free PMC article.

2024

579: Perry AS, Hadad N, Chatterjee E, Jimenez-Ramos M, Farber-Eger E, Roshani R, Stolze LK,
Betti MJ, Zhao S, Huang S, Martens L, Kendall TJ, Thone T, Amancherla K, Bailin S, Gabriel CL,
Koethe J, Carr JJ, Terry JG, Vaitinadin NS, Freedman JE, Tanriverdi K, Alsop E, Van Keuren-
Jensen K, Sauld JFK, Mahajan G, Khan SS, Colangelo L, Nayor M, Fisher-Hoch S, McCormick
JB, North KE, Below JE, Wells QS, Abel ED, Kalhan R, Scott C, Guilliams M, Gamazon ER,
Fallowfield JA, Banovich NE, Das S, Shah R. A prognostic molecular signature of hepatic
steatosis is spatially heterogeneous and dynamic in human liver. Cell Rep Med. 2024 Dec
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17;5(12):101871. doi: 10.1016/j.xcrm.2024.101871. Epub 2024 Dec 9. PMID: 39657669; PMCID:
PMC11722105.

578: Sharma J, McArdle CE, Graff M, Cordero C, Daviglus M, Gallo LC, Isasi CR, Kelly TN,
Perreira KM, Talavera GA, Cai J, North KE, Fernandez-Rhodes L, Wojcik GL. Influence of
Genetic Ancestry on Gene-Environment Interactions of Polygenic Risk and Sociocultural Factors:
Results from the Hispanic Community Health Study/Study of Latinos. medRxiv [Preprint]. 2024
Nov 29:2024.11.26.24318009. doi: 10.1101/2024.11.26.24318009. PMID: 39649575; PMCID:
PMC11623730.

577: 1 £Downie CG, Highland HM, Alotaibi M, Welch BM, Howard AG, Cheng S, Miller N, Jain
M, Kaplan RC, Lilly AG, Long T, Sofer T, Thyagarajan B, Yu B, North KE, Avery CL. Genome-
wide association study reveals shared and distinct genetic architecture of fatty acids and oxylipins
in the Hispanic Community Health Study/Study of Latinos. HGG Adv. 2025 Jan 9;6(1):100390.
doi: 10.1016/j.xhgg.2024.100390. Epub 2024 Dec 6. PMID: 39644095; PMCID: PMC11751521.

576: Perry AS, Piaggi P, Huang S, Nayor M, Freedman J, North KE, Below JE, Clish CB, Murthy
VL, Krakoff J, Shah RV. Human metabolic chambers reveal a coordinated metabolic-physiologic
response to nutrition. JCI Insight. 2024 Nov 22;9(22):e184279. doi: 10.1172/jci.insight.184279.
PMID: 39576013; PMCID: PMC11601946.

575: Nagarajan P, Kurniansyah N, Lee J, Gharib SA, Xu Y, Zhang Y, Spitzer B, Faquih T, Zhou
H, Boerwinkle E, Chen H, Gottlieb DJ, Guo X, Heard-Costa NL, Hidalgo BA, Levy D, Liu PY, Mei
H, Montalvan R, Mukherjee S, North KE, O'Conner GT, Palmer LJ, Patel SR, Psaty BM, Purcell
SM, Raffield LM, Rich SS, Rotter JI, Saxena R, Smith AV, Stone KL, Zhu X; TOPMed Sleep Trait
WG; Cade BE, Sofer T, Redline S, Wang H. Gene-Excessive Sleepiness Interactions Suggest
Treatment Targets for Obstructive Sleep Apnea Subtype. medRxiv [Preprint]. 2024 Oct
28:2024.10.25.24316158. doi: 10.1101/2024.10.25.24316158. PMID: 39574859; PMCID:
PMC11581070.

574: Borda V, Loesch DP, Guo B, Laboulaye R, Veliz-Otani D, French JN, Leal TP, Gogarten SM,
Ikpe S, Gouveia MH, Mendes M, Abecasis GR, Alvim |, Arboleda-Bustos CE, Arboleda G,
Arboleda H, Barreto ML, Barwick L, Bezzera MA, Blangero J, Borges V, Caceres O, Cai J, Chana-
Cuevas P, Chen Z, Custer B, Dean M, Dinardo C,......... North KE, Padilla C, Preuss M, Raggio
V, Reiner AP, Rich SS, Rieder CR, Rienstra M, Rotter JI, Rundek T, Sacco RL, Sanchez C,
Sankaran VG, Santos-Lobato BL, Schumacher-Schuh AF, Scliar MO, Silverman EK, Sofer T,
Lasky-Su J, Tumas V, Weiss ST; Latin American Research Consortium on the Genetics of
Parkinson’s Disease (LARGE-PD); National Institute of Neurological Disorders and Stroke
(NINDS) Stroke Genetics Network (SiGN) Consortium; Trans-Omics for Precision Medicine
(TOPMed) Population Genetics Working Group; Mata IF, Hernandez RD, Tarazona-Santos E,
O'Connor TD. Genetics of Latin American Diversity Project: Insights into population genetics and
association studies in admixed groups in the Americas. Cell Genom. 2024 Nov 13;4(11):100692.
doi: 10.1016/j.xgen.2024.100692. Epub 2024 Oct 31. PMID: 39486408; PMCID: PMC11605695.

573: Rao H, Weiss MC, Moon JY, Perreira KM, Daviglus ML, Kaplan R, North KE, Argos M,
Fernandez-Rhodes L, Sofer T. Advancements in genetic research by the Hispanic Community
Health Study/Study of Latinos: A 10-year retrospective review. HGG Adv. 2025 Jan
9;6(1):100376. doi: 10.1016/j.xhgg.2024.100376. Epub 2024 Oct 29. PMID: 39473183; PMCID:
PMC11754138.
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572: Hawkes G, Beaumont RN, Li Z, Mandla R, Li X, Albert CM, Arnett DK, Ashley-Koch AE,
Ashrani AA, Barnes KC, Boerwinkle E, Brody JA, Carson AP, Chami N, Chen YI, Chung MK,
Curran JE, Darbar D, Ellinor PT, Fornage M, Gordeuk VR, Guo X, He J, Hwu CM, Kalyani RR,
Kaplan R, Kardia SLR, Kooperberg C, Loos RJF, Lubitz SA, Minster RL, Naseri T, Viali S, Mitchell
BD, Murabito JM, Palmer ND, Psaty BM, Redline S, Shoemaker MB, Silverman EK, Telen MJ,
Weiss ST, Yanek LR, Zhou H; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium;
Liu CT, North KE, Justice AE, Locke JM, Owens N, Murray A, Patel K, Frayling TM, Wright CF,
Wood AR, Lin X, Manning A, Weedon MN. Whole-genome sequencing in 333,100 individuals
reveals rare non-coding single variant and aggregate associations with height. Nat Commun.
2024 Oct 3;15(1):8549. doi: 10.1038/s41467-024-52579-w. PMID: 39362880; PMCID:
PMC11450065.

571: Liu S, Zhu J, Zhong H, Wu C, Xue H, Darst BF, Guo X, Durda P, Tracy RP, Liu Y, Johnson
WC, Taylor KD, Manichaikul AW, Goodarzi MO, Gerszten RE, Clish CB, Chen YI, Highland H,
Haiman CA, Gignoux CR, Lange L, Conti DV, Raffield LM, Wilkens L, Marchand LL, North KE,
Young KL, Loos RJ, Buyske S, Matise T, Peters U, Kooperberg C, Reiner AP, Yu B, Boerwinkle
E, Sun Q, Rooney MR, Echouffo- Tcheugui JB, Daviglus ML, Qi Q, Mancuso N, Li C, Deng Y,
Manning A, Meigs JB, Rich SS, Rotter JI, Wu L. Identification of proteins associated with type 2
diabetes risk in diverse racial and ethnic populations. Diabetologia. 2024 Dec;67(12):2754-2770.
doi: 10.1007/s00125-024-06277-3. Epub 2024 Sep 30. PMID: 39349773.

570: 7 +Qi B, Cooper GE, Thornton LM, Zhang R, Yao S, Howard AG, Gordon-Larsen P, Du S,
Wang H, Zhang B, Bulik CM, North KE, Munn-Chernoff MA. Disordered eating and
cardiometabolic risk factors in Chinese women: evidence from the China Health and Nutrition
Survey. Br J Nutr. 2024 Sep 14;132(5):631-639. doi: 10.1017/S0007114524001983. Epub 2024
Sep 23. PMID: 39308203; PMCID: PMC11531933.

569: Noordam R, Wang W, Nagarajan P, Wang H, Brown MR, Bentley AR, Hui Q, Kraja AT,
Morrison JL, O'Connel JR, Lee S, Schwander K, Bartz TM, de las Fuentes L, Feitosa MF, Guo X,
Hanfei X, Harris SE, Huang Z, Kals M, Lefevre C, Mangino M,.....North KE, Penninx BW,
Province MA, Psaty BM, Rotter JI, Spector TD, Wagenknecht LE, Willems van Dijk K, Study LC;
Million Veteran Program; Jaquish CE, Wilson PW, Peyser PA, Munroe PB, de Vries PS,
Gauderman WJ, Sun YV, Chen H, Miller CL, Winkler TW, Rao DC, Redline S, van Heemst D. A
Large- Scale Genome-Wide Gene-Sleep Interaction Study in 732,564 Participants Identifies Lipid
Loci Explaining Sleep-Associated Lipid Disturbances. medRxiv Preprint]. 2024 Sep
4:2024.09.02.24312466. doi: 10.1101/2024.09.02.24312466.PMID:  39281768; PMCID:
PMC11398441.

568: Li Y, Wong KY, Howard AG, Gordon-Larsen P, Highland HM, Graff M, North KE, Downie
CG, Avery CL, Yu B, Young KL, Buchanan VL, Kaplan R, Hou L, Joyce BT, Qi Q, Sofer T, Moon
JY, Lin DY. Multivariable Mendelian randomization with incomplete measurements on the
exposure variables in the Hispanic Community Health Study/Study of Latinos. HGG Adv. 2024
Oct 10;5(4):100338. doi: 10.1016/j.xhgg.2024.100338. Epub 2024 Aug 2. PMID: 39095990;
PMCID: PMC11382109.

567: 7 +Glover L, Lilly AG, Justice AE, Howard AG, Staley BS, Wang Y, Kamens HM, Ferrier K,
Bressler J, Loehr L, Raffield LM, Sims M, North KE, Fernandez-Rhodes L. DNA methylation near
MAD1L1, KDM2B, and SOCS3 mediates the effect of socioeconomic status on elevated body
mass index in African American adults. Hum Mol Genet. 2024 Oct 7;33(20):1748-1757. doi:
10.1093/hmg/ddae112. PMID: 39079086; PMCID: PMC11458006.



Kari E. North, Ph.D.
Curriculum Vitae, March 2025
Page 29 0of 103

566: Blue EE, Moore KJ, North KE, Desrosiers TA, Carmichael SL, White JJ, Chong JX,
Bamshad MJ, Jenkins MM, Almli LM, Brody LC, Freedman SF, Reefhuis J, Romitti PA, Shaw GM,
Werler M, Kay DM, Browne ML, Feldkamp ML, Finnell RH, Nembhard WN, Pangilinan F, Olshan
AF; National Institutes of Health Intramural Sequencing Center; University of Washington Center
for Mendelian Genomics; National Birth Defects Prevention Study. Exome sequencing identifies
novel genes underlying primary congenital glaucoma in the National Birth Defects Prevention
Study. Birth Defects Res. 2024 Jul;116(7):€2384. doi: 10.1002/bdr2.2384. PMID: 38990107;
PMCID: PMC11245170.

565: Laboulaye R, Borda V, Chen S, North KE, Kaplan R, O'Connor TD. ClOneHORT:
Approaches for Improved Fidelity in Generative Models of Synthetic Genomes. bioRxiv [Preprint].
2024 Jun 29:2024.06.25.600651. doi: 10.1101/2024.06.25.600651. PMID: 38979338; PMCID:
PMC11230377.

564: 7 +Xu H, Gupta S, Dinsmore |, Kollu A, Cawley AM, Anwar MY, Chen HH, Petty LE, Seshadri
S, Graff M, Below P, Brody JA, Chittoor G, Fisher-Hoch SP, Heard-Costa NL, Levy D, Lin H, Loos
RJ, Mccormick JB, Rotter JI, Mirshahi T, Still CD, Destefano A, Cupples LA, Mohlke KL, North
KE, Justice AE, Liu CT. Integrating Genetic and Transcriptomic Data to Identify Genes Underlying
Obesity Risk Loci. medRxiv [Preprint]. 2024 Jun 12:2024.06.11.24308730. doi:
10.1101/2024.06.11.24308730. PMID: 38903089; PMCID: PMC11188121.

563: Wang H, Divaris K, Pan B, Li X, Lim JH, Saha G, Barovic M, Giannakou D, Korostoff JM,
Bing Y, Sen S, Moss K, Wu D, Beck JD, Ballantyne CM, Natarajan P, North KE, Netea MG,
Chavakis T, Hajishengallis G. Clonal hematopoiesis driven by mutated DNMT3A promotes
inflammatory bone loss. Cell. 2024 Jul 11;187(14):3690-3711.e19. doi:
10.1016/j.cell.2024.05.003. Epub 2024 Jun 4. PMID: 38838669; PMCID: PMC11246233.

562: Keener R, Chhetri SB, Connelly CJ, Taub MA, Conomos MP, Weinstock J, Ni B, Strober B,
Aslibekyan S, Auer PL, Barwick L, Becker LC, Blangero J, Bleecker ER, Brody JA, Cade BE,
Celedon JC, Chang YC, Cupples LA, Custer B, Freedman BI, Gladwin MT, Heckbert
SR,.....North KE, Palmer ND, Peralta JM, Raby BA, Redline S, Rich SS, Roden D, Rotter JI,
Ruczinski I, Schwartz D, Sciurba F, Shoemaker MB, Silverman EK, Sinner MF, Smith NL, Smith
AV, Tiwari HK, Vasan RS, Weiss ST, Williams LK, Zhang Y, Ziv E, Raffield LM, Reiner AP; NHLBI
Trans-Omics for Precision Medicine (TOPMed) Consortium; TOPMed Hematology and
Hemostasis Working Group; TOPMed Structural Variation Working Group; Arvanitis M, Greider
CW, Mathias RA, Battle A. Validation of human telomere length multi-ancestry meta-analysis
association signals identifies POP5 and KBTBD6 as human telomere length regulation genes.
Nat Commun. 2024 May 24;15(1):4417. doi: 10.1038/s41467-024-48394-y. PMID: 38789417,
PMCID: PMC11126610.

561. Jiang MZ, Gaynor SM, Li X, Van Buren E, Stilp A, Buth E, Wang FF, Manansala R, Gogarten
SM, Li Z, Polfus LM, Salimi S, Bis JC, Pankratz N, Yanek LR, Durda P, Tracy RP, Rich SS, Rotter
JI, Mitchell BD, Lewis JP, Psaty BM, Pratte KA, Silverman EK, Kaplan RC, Avery C, North KE,
Mathias RA, Faraday N, Lin H, Wang B, Carson AP, Norwood AF, Gibbs RA, Kooperberg C,
Lundin J, Peters U, Dupuis J, Hou L, Fornage M, Benjamin EJ, Reiner AP, Bowler RP, Lin X, Auer
PL, Raffield LM; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, TOPMed
Inflammation Working Group. Whole genome sequencing based analysis of inflammation
biomarkers in the Trans-Omics for Precision Medicine (TOPMed) consortium. Hum Mol Genet.
2024 May 15:ddae050. doi: 10.1093/hmg/ddae050. Epub
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ahead of print. PMID: 38747556.

560. Pershad Y, Mack T, Poisner H, Jakubek YA, Stilp AM, Mitchell BD, Lewis JP, Boerwinkle E,
Loos RJF, Chami N, Wang Z, Barnes K, Pankratz N, Fornage M, Redline S, Psaty BM, Bis JC,
Shojaie A, Silverman EK, Cho MH, Yun JH, DeMeo D, Levy D, Johnson AD, Mathias RA, Taub
MA, Arnett D, North KE, Raffield LM, Carson AP, Doyle MF, Rich SS, Rotter JI, Guo X, Cox NJ,
Roden DM, Franceschini N, Desai P, Reiner AP, Auer PL, Scheet PA, Jaiswal S, Weinstock JS,
Bick AG. Determinants of mosaic chromosomal alteration fithess. Nat Commun. 2024 May
7;15(1):3800. doi: 10.1038/s41467-024-48190-8. PMID: 38714703; PMCID: PMC11076528.

559. 7 + Yang PK, Jackson SL, Charest BR, Cheng YJ, Sun YV, Raghavan S, Litkowski EM,
Legvold BT, Rhee MK, Oram RA, Kuklina EV, Vujkovic M, Reaven PD, Cho K, Leong A, Wilson
PWEF, Zhou J, Miller DR, Sharp SA, Staimez LR, North KE, Highland HM, Phillips LS; Million
Veteran Program. Type 1 Diabetes Genetic Risk in 109,954 Veterans With Adult-Onset Diabetes:
The Million Veteran Program (MVP). Diabetes Care. 2024 Apr 12:dc231927. doi: 10.2337/dc23-
1927. Epub ahead of print. PMID: 38608262.

558. Lundin JI, Peters U, Hu Y, Ammous F, Avery CL, Benjamin EJ, Bis JC, Brody JA, Carlson
C, Cushman M, Gignoux C, Guo X, Haessler J, Haiman C, Joehanes R, Kasela S, Kenny E,
Lapalainien T, Levy D, Liu C, Liu Y, Loos RJF, Lu A, Matise T, North KE, Park SL, Ratliff SM,
Reiner A, Rich SS, Rotter JI, Smith JA, Sotoodehnia N, Tracy R, Van den Berg D, Xu H, Ye T,
Zhao W, Raffield LM, Kooperberg C; PAGE Study. Methylation patterns associated with C-
reactive protein in racially and ethnically diverse populations. Epigenetics. 2024
Dec;19(1):2333668. doi:10.1080/15592294.2024.2333668. Epub 2024 Apr 3. PMID: 38571307;
PMCID: PMC10996836.

557. #+ +Seo J, Gaddis NC, Patchen BK, Xu J, Barr RG, O'Connor G, Manichaikul AW, Gharib
SA, Dupuis J, North KE, Cassano PA, Hancock DB. Exploiting meta-analysis of genome-wide
interaction with serum 25-hydroxyvitamin D to identify novel genetic loci associated with
pulmonary  functon. Am J Clin  Nutr. 2024 May;119(5):1227-1237.  doi:
10.1016/j.ajcnut.2024.03.007. Epub 2024 Mar 12. PMID: 38484975.

556. 1 +Seo J, Liu H, Young K, Zhang X, Keku TO, Jones CD, North KE, Sandler RS, Peery AF.
Genetic and transcriptomic landscape of colonic diverticulosis. Gut. 2024 Mar 4:gutjnl-2023-
331267. doi: 10.1136/gutjnl-2023-331267. Epub ahead of print. PMID: 38443061.

555. Suzuki K, Hatzikotoulas K, Southam L, Taylor HJ, Yin X, Lorenz KM, Mandla R, Huerta-
Chagoya A, Melloni GEM, Kanoni S, Rayner NW, Bocher O, Arruda AL, Sonehara K, Namba S,
Lee SSK, Preuss MH, Petty LE, Schroeder P, Vanderwerff B, ...... North KE, Saleheen D, Hansen
T, Pedersen O, Wareham NJ, Lee J, Kim BJ, Millwood lY, Walters RG, Stefansson K, Ahlqgvist E,
Goodarzi MO, Mohlke KL, Langenberg C, Haiman CA, Loos RJF, Florez JC, Rader DJ, Ritchie
MD, Zéliner S, Magi R, Marston NA, Ruff CT, van Heel DA, Finer S, Denny JC, Yamauchi T,
Kadowaki T, Chambers JC, Ng MCY, Sim X, Below JE, Tsao PS, Chang KM, McCarthy MI, Meigs
JB, Mahajan A, Spracklen CN, Mercader JM, Boehnke M, Rotter JI, Vujkovic M, Voight BF, Morris
AP, Zeggini E. Genetic drivers of heterogeneity in type 2 diabetes pathophysiology. Nature. 2024
Mar;627(8003):347-357. doi: 10.1038/s41586-024-07019-6. Epub 2024 Feb 19. PMID:
38374256; PMCID: PMC10937372.

554. Perry AS, Hadad N, Chatterjee E, Ramos MJ, Farber-Eger E, Roshani R, Stolze LK, Zhao
S, Martens L, Kendall TJ, Thone T, Amancherla K, Bailin S, Gabriel CL, Koethe J, Carr JJ, Terry
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JG, Freedman J, Tanriverdi K, Alsop E, Keuren-Jensen KV, Sauld JFK, Mahajan G, Khan S,
Colangelo L, Nayor M, Fisher-Hoch S, McCormick J, North KE, Below J, Wells Q, Abel D, Kalhan
R, Scott C, Guilliams M, Fallowfield JA, Banovich NE, Das S, Shah R. A prognostic molecular
signature of hepatic steatosis is spatially heterogeneous and dynamic in human liver. medRxiv
[Preprint]. 2024 Jan 29:2024.01.26.24301828. doi: 10.1101/2024.01.26.24301828. PMID:
38352394; PMCID: PMC10863022.

553. # + Qi B, Graff M, Eating Disorders Working Group Of The Psychiatric Genomics
Consortium, Bulik CM, North KE, Munn-Chernoff MA. Shared genetic risk between anorexia
nervosa and cardiovascular disease events: Evidence from genome-wide association studies.
Brain Behav. 2024 Jan 28;14(2):e3294. doi: 10.1002/brb3.3294. Epub ahead of print. PMID:
38282367; PMCID: PMC10897497.

2023

552. de Las Fuentes L, Schwander KL, Brown MR, Bentley AR, Winkler TW, Sung YJ, Munroe
PB, Miller CL, Aschard H, Aslibekyan S, Bartz TM, Bielak LF, Chai JF... North KE, Ntalla |,
PenninxB, Samani NJ, Snieder H, Spedicati B, van der Harst P, Vdlzke H, Wagenknecht LE, Weir
DR, Wojczynski MK, Wu T, Zheng W, Zhu X, Bouchard C, Chasman DI, Evans MK, Fox ER,
Gudnason V, Hayward C, Horta BL, Kardia SLR, Krieger JE, Mook-Kanamori DO, Peyser PA,
Province MM, Psaty BM, Rudan |, Sim X, Smith BH, van Dam RM, van Duijn CM, Wong TY,
Arnett DK, Rao DC, Gauderman J, Liu CT, Morrison AC, Rotterl, Fornage M. lipid loci. Front
Genet. 2023 Nov 2;14:1235337. doi: 10.3389/fgene.2023.1235337. PMID: 38028628; PMCID:
PMC10651736.

551. Avery CL, Howard AG, Lee HH, Downie CG, Lee MP, Koenigsberg SH, Ballou AF, Preuss
MH, Raffield LM, Yarosh RA, North KE, Gordon-Larsen P, Graff M. Branched chain amino acids
harbor distinct and often opposing effects on health and disease. Commun Med (Lond). 2023 Nov
28;3(1):172. doi: 10.1038/s43856-023-00382-x. PMID: 38017291; PMCID: PMC10684599.

550. Bukowski A, Hoyo C, Vielot NA, Graff M, Kosorok MR, Brewster WR, Maguire RL, Murphy
SK, Nedjai B, Ladoukakis E, North KE, Smith JS. Epigenome-wide methylation and progression
to high-grade cervical intraepithelial neoplasia (CIN2+): a prospective cohort study in the United
States. BMC Cancer. 2023 Nov 6;23(1):1072. doi: 10.1186/s12885-023-11518-6. PMID:
37932662; PMCID: PMC10629205.

549. Berndt SJ, Li Y, Wong KY, Howard AG, Gordon-Larsen P, Highland HM, Graff M, North KE,
Downie CG, Avery CL, Yu B, Young KL, Buchanan VL, Kaplan R, Hou L, Joyce BT, Qi Q, Sofer
T, Moon JY, Lin DY. Mendelian randomization with incomplete measurements on the exposure
in the Hispanic Community Health Study/Study of Latinos. HGG Adv. 2024 Jan 11;5(1):100245.
doi: 10.1016/j.xhgg.2023.100245. Epub es2023 Oct 28. PMID: 37817410; PMCID:
PMC10628889.

548. 7 + Anwar MY, Graff M, Highland HM, Smit R, Wang Z, Buchanan VL, Young KL, Kenny EE,
Fernandez-Rhodes L, Liu S, Assimes T, Garcia DO, Daeeun K, Gignoux CR, Justice AE, Haiman
CA, Buyske S, Peters U, Loos RJF, Kooperberg C, North KE. Assessing efficiency of fine-
mapping obesity-associated variants through leveraging ancestry architecture and functional
annotation using PAGE and UKBB cohorts. Hum Genet. 2023 Oct;142(10):1477-1489. doi:
10.1007/s00439-023-02593-7. Epub 2023 Sep 1. PMID: 37658231.
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547: + + Kim D, Memili A, Chen HH, Highland HM, Polikowsky HG, Anwar MY, Laing ST, Lee M,
McCormick JB, Fisher-Hoch SP, Below JE, North KE, Gutierrez AD. Sex- specific associations
between adipokine profiles and carotid-intima media thickness in the Cameron County Hispanic
Cohort (CCHC). Cardiovasc Diabetol. 2023 Aug 31;22(1):231. doi: 10.1186/s12933-023-01968-
4. PMID: 37653519; PMCID:

PMC10472619.

546: Lee MP, Dimos SF, Raffield LM, Wang Z, Ballou AF, Downie CG, Arehart CH, Correa A, de
Vries PS, Du Z, Gignoux CR, Gordon-Larsen P, Guo X, Haessler J, Howard AG, Hu Y, Kassahun
H, Kent ST, Lopez JAG, Monda KL, North KE, Peters U, Preuss MH, Rich SS, Rhodes SL, Yao
J, Yarosh R, Tsai MY, Rotter JI, Kooperberg CL, Loos RJF, Ballantyne C, Avery CL, Graff M.
Ancestral diversity in lipoprotein(a) studies helps address evidence gaps. Open Heart. 2023
Aug;10(2):e002382. doi: 10.1136/openhrt-2023-002382. PMID: 37648373;
PMCID:PMC10471864.

545: Fisher-Hoch SP, Below JE, North KE, McCormick JB. Challenges and strategies for
recruitment of minorities to clinical research and trials. J Clin Trans| Sci. 2023 Jun 13;7(1):e154.
doi: 10.1017/cts.2023.559. PMID: 37528943; PMCID: PMC10388414.

541: Suzuki K, Hatzikotoulas K, Southam L, Taylor HJ, Yin X, Lorenz KM, Mandla R, Huerta-
Chagoya A, Rayner NW, Bocher O, Arruda ALSV, Sonehara K, Namba S, Lee SSK, Preuss MH,
Petty LE, Schroeder P, Vanderwerff B, Kals M, Bragg F, Lin K,...MM, Ahsan H, Motala AA, Shu
XO, Park KS, Jukema JW, Cruz M, Chen YI, Rich SS, McKean-Cowdin R, Grallert H, g CY,
Ghanbari M, Tai ES, Dupuis J, Kato N, Laakso M, Kéttgen A, Koh WP, Bowden DW, Palmer CNA,
Kooner JS, Kooperberg C, Liu S, North KE, Saleheen D, Hansen T, Pedersen O, Wareham NJ,
Lee J, Kim BJ, Millwood 1Y, Walters RG, Stefansson K, Goodarzi MO, Mohlke KL, Langenberg
C, Haiman CA, Loos RJF, Florez JC, Rader DJ, Ritchie MD, Zdliner S, Magi R, Denny JC,
Yamauchi T, Kadowaki T, Chambers JC, Ng MCY, Sim X, Below JE, Tsao PS, Chang KM,
McCarthy MI, Meigs JB, Mahajan A, Spracklen CN, Mercader JM, Boehnke M, Rotter JI, Vujkovic
M, Voight BF, Morris AP, Zeggini E. Multi-ancestry genome- wide study in >2.5 million individuals
reveals heterogeneity in mechanistic pathways of type 2 diabetes and complications. medRxiv
[Preprint]. 2023 Mar 31:2023.03.31.23287839. doi: 10.1101/2023.03.31.23287839. PMID:
37034649; PMCID:PMC10081410.

540. Feofanova EV, Brown MR, Alkis T, Manuel AM, Li X, Tahir UA, Li Z, Mendez KM, Kelly RS,
Qi Q, Chen H, Larson MG, Lemaitre RN, Morrison AC, Grieser C, Wong KE, Gersztern RE, Zhao
Z, Lasky-Su J; NHLBI Trans-Omics for Precision Medicine (TOPMed); Yu B. Whole-Genome
Sequencing Analysis of Human Metabolome in Multi- Ethnic Populations. Nat Commun. 2023
May 30;14(1):3111. doi: 10.1038/s41467-023-38800-2. PMID: 37253714; PMCID:
PMC10229598.

539. Li JH, Brenner LN, Kaur V, Figueroa K, Schroeder P, Huerta-Chagoya A; MAGIC
Investigators; Diabetes Prevention Program (DPP) Research Group; Udler MS, Leong A,
Mercader JM, Florez JC. Genome-wide association analysis identifies ancestry- specific genetic
variation associated with acute response to metformin and glipizide in SUGAR-MGH.
Diabetologia. 2023 May 26. doi: 10.1007/s00125-023-05922-7. Epub ahead of print. PMID:
37233759.

538. Cho H, Ren Z, Divaris K, Roach J, Lin BM, Liu C, Azcarate-Peril MA, Simancas- Pallares
MA, Shrestha P, Orlenko A, Ginnis J, North KE, Zandona AGF, Ribeiro AA, Wu D, Koo H.
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Selenomonas sputigena acts as a pathobiont mediating spatial structure and biofilm virulence in
early childhood caries. Nat Commun. 2023 May 22;14(1):2919. doi: 10.1038/s41467-023-38346-
3. PMID: 37217495; PMCID: PMC10202936.

537. * Glover LM, Martin CL, Green-Howard A, Adatorwovor R, Loehr L, Staley-Salil B, North
KE, Sims M. Cumulative socioeconomic status and incident type 2 diabetes among African
American adults from the Jackson heart study. SSM Popul Health. 2023 Mar 28;22:101389. doi:
10.1016/j.ssmph.2023.101389. PMID: 37168250; PMCID: PMC10165449.

536. Chan TF, Rui X, Conti DV, Fornage M, Graff M, Haessler J, Haiman C, Highland HM, Jung
SY, Kenny E, Kooperberg C, Marchland LL, North KE, Tao R, Wojcik G, Gignoux CR; PAGE
Consortium; Chiang CWK, Mancuso N. Estimating heritability explained by local ancestry and
evaluating stratification bias in admixture mapping from summary statistics. bioRxiv [Preprint].
2023 Apr 18:2023.04.10.536252. doi: 10.1101/2023.04.10.536252. PMID: 37131817; PMCID:
PMC10153181.

535. Hou K, Ding Y, Xu Z, Wu Y, Bhattacharya A, Mester R, Belbin GM, Buyske S, Conti DV,
Darst BF, Fornage M, Gignoux C, Guo X, Haiman C, Kenny EE, Kim M, Kooperberg C, Lange L,
Manichaikul A, North KE, Peters U, Rasmussen-Torvik LJ, Rich SS, Rotter JI, Wheeler HE,
Wojcik GL, Zhou Y, Sankararaman S, Pasaniuc B. Causal effects on complex traits are similar
for common variants across segments of different continental ancestries within admixed
individuals. Nat Genet. 2023 Apr;55(4):549-558. doi: 10.1038/s41588-023-01338-6. Epub 2023
Mar 20. PMID: 36941441.

534. 7* Fernandez-Rhodes L, McArdle CE, Rao H, Wang Y, Martinez-Miller EE, Ward JB, Cai J,
Sofer T, Isasi CR, North KE. A Gene-Acculturation Study of Obesity Among US Hispanic/Latinos:
The Hispanic Community Health Study/Study of Latinos. Psychosom Med. 2023 May 1;85(4):358-
365. doi: 10.1097/PSY.0000000000001193. Epub 2023 Mar 15. PMID: 36917487; PMCID:
PMC10159946.

533. Westerman KE, Walker ME, Gaynor SM, Wessel J, DiCorpo D, Ma J, Alonso A, Aslibekyan
S, Baldridge AS, Bertoni AG, Biggs ML, Brody JA, Chen YI, Dupuis J, Goodarzi MO, Guo X,
Hasbani NR, Heath A, Hidalgo B, Irvin MR, Johnson WC, Kalyani RR, Lange L, Lemaitre RN, Liu
CT, Liu S, Moon JY, Nassir R, Pankow JS, Pettinger M, Raffield LM, Rasmussen-Torvik LJ, Selvin
E, Senn MK, Shadyab AH, Smith AV, Smith NL, Steffen L, Talegakwar S, Taylor KD, de Vries
PS, Wilson JG, Wood AC, Yanek LR, Yao J, Zheng Y, Boerwinkle E, Morrison AC, Fornage M,
Russell TP, Psaty BM, Levy D, Heard-Costa NL, Ramachandran VS, Mathias RA, Arnett DK,
Kaplan R, North KE, Correa A, Carson A, Rotter JI, Rich SS, Manson JE, Reiner AP, Kooperberg
C, Florez JC, Meigs JB, Merino J, Tobias DK, Chen H, Manning AK. Investigating Gene-Diet
Interactions Impacting the Association Between Macronutrient Intake and Glycemic Traits.
Diabetes. 2023 May 1;72(5):653-665. doi: 10.2337/db22-0851. PMID: 36791419; PMCID:
PMC10130485.

532. T Memili A, Lulla A, Liu H, Shikany JM, Jacobs DR Jr, Langsetmo L, North KE, Jones C,
Launer LJ, Meyer KA. Physical activity and diet associations with the gut microbiota in the
Coronary Artery Risk Development in Young Adults (CARDIA) study. J Nutr. 2023
Feb;153(2):552-561. doi: 10.1016/j.tjnut.2022.12.019. Epub 2022 Dec 26. PMID: 36775672;
PMCID: PMC10127529.
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531. Chen F, Wang X, Jang SK, Quach BC, Weissenkampen JD, Khunsriraksakul C, Yang L,
Sauteraud R, Albert CM, Allred NDD, Arnett DK, Ashley-Koch AE, Barnes KC, Barr RG, Becker
DM, Bielak LF, Bis JC, Blangero J, Boorgula MP, Chasman DI, Chavan S, Chen Y|, Chuang LM,
Correa A, Curran JE, David SP, Fuentes LL, Deka R, Duggirala R, Faul JD, Garrett ME, Gharib
SA, Guo X, Hall ME, Hawley NL, He J, Hobbs BD, Hokanson JE, Hsiung CA, Hwang SJ, Hyde
TM, Irvin MR, Jaffe AE, Johnson EO, Kaplan R, Kardia SLR, Kaufman JD, Kelly TN, Kleinman
JE, Kooperberg C, Lee IT, Levy D, Lutz SM, Manichaikul AW, Martin LW, Marx O, McGarvey ST,
Minster RL, Moll M, Moussa KA, Naseri T, North KE, Oelsner EC, Peralta JM, Peyser PA, Psaty
BM, Rafaels N, Raffield LM, Reupena MS, Rich SS, Rotter JI, Schwartz DA, Shadyab AH, Sheu
WH, Sims M, Smith JA, Sun X, Taylor KD, Telen MJ, Watson H, Weeks DE, Weir DR, Yanek LR,
Young KA, Young KL, Zhao W, Hancock DB, Jiang B, Vrieze S, Liu DJ. Multi-ancestry
transcriptome-wide association analyses yield insights into tobacco use biology and drug
repurposing. Nat Genet. 2023 Feb;55(2):291-300. doi: 10.1038/s41588-022-01282-x. Epub 2023
Jan 26. PMID: 36702996; PMCID: PMC9925385.

530. Lea AJ, Garcia A, Arevalo J, Ayroles JF, Buetow K, Cole SW, Eid Rodriguez D, Gutierrez M,
Highland HM, Hooper PL, Justice A, Kraft T, North KE, Stieglitz J, Kaplan H, Trumble BC, Gurven
MD. Natural selection of immune and metabolic genes associated with health in two lowland
Bolivian populations. Proc Natl Acad Sci U S A. 2023 Jan 3;120(1):e2207544120. doi:
10.1073/pnas.2207544120. Epub 2022 Dec 27. PMID: 36574663; PMCID: PMC9910614.

529. PanY, Sun X, Mi X, Huang Z, Hsu Y, Hixson JE, Munzy D, Metcalf G,Franceschini N, Tin A,
Kottgen A, Francis M; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium
TOPMed Kidney Function Working Group; Brody JA, Kestenbaum B, Sitlani CM, Mychaleckyj JC,
Kramer H, Lange LA, Guo X, Hwang SJ, Irvin MR, Smith JA, Yanek LR, Vaidya D, Chen YI,
Fornage M, Lloyd-Jones DM, Hou L, Mathias RA, Mitchell BD, Peyser PA, Kardia SLR, Arnett
DK, Correa A, Raffield LM, Vasan RS, Cupple LA, Levy D, Kaplan RC, North KE, Rotter JI,
Kooperberg C, Reiner AP, Psaty BM, Tracy RP, Gibbs RA, Morrison AC, Feldman H, Boerwinkle
E, He J, Kelly TN; CRIC Study Investigators. Whole-exome sequencing study identifies four novel
gene loci associated with diabetic kidney disease. Hum Mol Genet. 2023 Mar 6;32(6):1048-1060.
doi: 10.1093/hmg/ddac290. PMID: 36444934; PMCID: PMC9990994.

2022

528. Huang J, Huffman JE, Huang Y, Do Valle i, Assimes TL, Raghavan S, Voight BF, Liu C,
Barabasi AL, Huang RDL, Hui Q, Nguyen XT, Ho YL, Djousse L, Lynch JA, Vujkovic M,
Tcheandjieu C, Tang H, Damrauer SM, Reaven PD, Miller D, Phillips LS, Ng MCY, Graff M,
Haiman CA, Loos RJF, North KE, Yengo L, Smith GD, Saleheen D, Gaziano JM, Rader DJ, Tsao
PS, Cho K, Chang KM, Wilson PWF; VA Million Veteran Program; Sun YV, O'Donnell CJ.
Genomics and phenomics of body mass index reveals a complex disease network. Nat Commun.
2022 Dec 29;13(1):7973. doi: 10.1038/s41467-022-35553-2. PMID: 36581621; PMCID:
PMC9798356.

527. Kanoni S, Graham SE, Wang Y, Surakka |, Ramdas S, Zhu X, Clarke SL, Bhatti KF, ........
Chambers JC, Kooner JS, de Vries PS, Morrison AC, Hazelhurst S, Ramsay M, North KE,
Daviglus M, Kraft P, Martin NG...... Boehnke M, Brown CD, Natarajan P, Deloukas P, Willer CJ,
Assimes TL, Peloso GM. Implicating genes, pleiotropy, and sexual dimorphism at blood lipid loci
through  multi-ancestry  meta-analysis. Genome Biol. 2022 Dec 27;23(1):268.
doi:10.1186/s13059-022-02837-1. PMID: 36575460; PMCID: PMC9793579.

526. * Young KL, Fisher V, Deng X, Brody JA, Graff M, Lim E, Lin BM, Xu H, Amin N, An P,
Aslibekyan S, Fohner AE, Hidalgo B, Lenzini P, Kraaij R, Medina-Gomez C, Proki¢ |, Rivadeneira
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F, Sitlani C, Tao R, van Rooij J, Zhang D, Broome JG, Buth EJ, Heavner BD, Jain D, Smith AV,
Barnes K, Boorgula MP, Chavan S, Darbar D, De Andrade M, Guo X, Haessler J, Irvin MR,
Kalyani RR, Kardia SLR, Kooperberg C, Kim W, Mathias RA, McDonald ML, Mitchell BD, Peyser
PA, Regan EA, Redline S, Reiner AP, Rich SS, Rotter JI, Smith JA, Weiss S, Wiggins KL, Yanek
LR, Arnett D, Heard-Costa NL, Leal S, Lin D, McKnight B, Province M, van Duijn CM, North KE,
Cupples LA, Liu CT. Whole-exome sequence analysis of anthropometric traits illustrates
challenges in identifying effects of rare genetic variants. HGG Adv. 2022 Nov 25;4(1):100163. doi:
10.1016/j.xhgg.2022.100163. PMID: 36568030; PMCID: PMC9772568.

525. Saunders GRB, Wang X, Chen F, Jang SK, Liu M, Wang C, Gao S, Jiang Y, Khunsriraksakul
C, Otto JM, Addison C, Akiyama M, Albert CM, Aliev F, Alonso A, Arnett DK, Ashley-Koch
AE,.......... North KE, Oelsner EC, Okada Y, Orru V, Palmer ND, Palviainen T, Pandit A, Park SL,
Peters U, Peters A, Peyser PA, Polderman TJC, Rafaels N, Redline S, Reed RM, ......... Gagliano
Taliun SA, Hancock DB, Jiang B, Munafd MR, Thorgeirsson TE, Liu DJ, Vrieze S. Genetic
diversity fuels gene discovery for tobacco and alcohol use. Nature. 2022 Dec;612(7941):720-724.
doi: 10.1038/s41586-022-05477-4. Epub 2022 Dec 7. PMID: 36477530; PMCID: PMC9771818.

524. Berndt S, Vijai J, Benavente Y, Camp NJ, Nieters A, Wang Z, Smedby KE, Kleinstern G,
Hjalgrim H, Besson C, Skibola CF, Morton LM, Brooks-Wilson AR, ....... Montalvan R, North KE,
Novak AJ, Onel K, Purdue MP, Rand KA, Riboli E, Riby J, Roman E, Salles G, Sborov DW,
Severson RK, Shanafelt TD, Smith MT, Smith A, Song KW, Song L, Southey MC, Spinelli JJ,
Staines A, Stephens D, Sutherland HJ, Tkachuk K, Thompson CA, Tilly H, Tinker LF, Travis RC,
Turner J, Vachon CM, Vajdic CM, Van Den Berg A, Van Den Berg DJ, Vermeulen RCH, Vineis
P, Wang SS, Weiderpass E, Weiner GJ, Weinstein S, Doo NW, Ye Y, Yeager M, Yu K, Zeleniuch-
Jacquotte A, Zhang Y, Zheng T, Ziv E, Sampson J, Chatterjee N, Offit K, Cozen W, Wu X, Cerhan
JR, Chanock SJ, Slager SL, Rothman N. Distinct germline genetic susceptibility profiles identified
for common non-Hodgkin lymphoma subtypes. Leukemia. 2022 Dec;36(12):2835-2844. doi:
10.1038/s41375-022-01711-0. Epub 2022 Oct 22. PMID: 36273105.

523. T* Zhang X, Mass BB, Talevi V, Hou R, North KE, Voruganti VS. Novel Insights into the
Effects of Genetic Variants on Serum Urate Response to an Acute Fructose Challenge: A Pilot
Study. Nutrients. 2022 Sep 28;14(19):4030. doi: 10.3390/nu14194030. PMID: 36235682; PMCID:
PMC9570712.

522. Yengo L, Vedantam S, Marouli E, Sidorenko J, Bartell E, Sakaue S, Graff M, Eliasen AU,
Jiang Y, Raghavan S, Miao J, ......... North KE,Stefansson K, Walters RG, Winkler TW, Young
KL, Loh PR, Yang J, Esko T, Assimes TL, Auton A, Abecasis GR, Willer CJ, Locke AE, Berndt
Sl Lettre G, Frayling TM, Okada Y, Wood AR, Visscher PM, Hirschhorn JN. A saturated map of
common genetic variants associated with human height. Nature. 2022 Oct;610(7933):704-712.
doi: 10.1038/s41586-022-05275-y. Epub 2022 Oct 12. PMID: 36224396; PMCID: PMC9605867.

521. Selvaraj MS, Li X, Li Z, Pampana A, Zhang DY, Park J, Aslibekyan S, Bis JC, Brody JA,
Cade BE, Chuang LM, Chung RH, Curran JE, de Las Fuentes L, de Vries PS, ....... Mitchell BD,
Nickerson D, North KE, Psaty BM, Redline S, Reiner AP, Vasan RS, Rich SS, Willer C, Rotter
JI, Rader DJ, Lin X; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium; Peloso
GM, Natarajan P. Whole genome sequence analysis of blood lipid levels in >66,000 individuals.
Nat Commun. 2022 Oct 11;13(1):5995. doi: 10.1038/s41467-022-33510-7. PMID: 36220816;
PMCID: PMC9553944.

520. T* Anwar MY, Baldassari AR, Polikowsky HG, Sitlani CM, Highland HM, Chami N, Chen HH,
Graff M, Howard AG, Jung SY, Petty LE, Wang Z, Zhu W, Buyske S, Chengl, Kaplan R,
Kooperberg C, Loos RJF, Peters U, McCormick JB, Fisher-Hoch SP,Avery CL, Taylor KC, Below
JE, North KE. Genetic pleiotropy underpinning adiposity and inflammation in self-identified
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Hispanic/Latino populations. BMC Med Genomics. 2022 Sep 10;15(1):192. doi: 10.1186/s12920-
022-01352-3. PMID: 36088317; PMCID: PMC9464371.

519. Wang Z, Emmerich A, Pillon NJ, Moore T, Hemerich D, Cornelis MC, Mazzaferro E, Broos
S, Ahluwalia TS, Bartz TM, Bentley AR, Bielak LF, Chong M, Chu AY, ......... Magnusson PKE,
Martin NG, Melbye M, Metspalu A, Meyre D, North KE, Ohlsson C, Oldehinkel AJ, Orho-Melander
M, Pare G, Park T, Pedersen O, Penninx BWJH, Pers TH, Polasek O, Prokopenko |, Rotimi CN,
Samani NJ, Sim X, Snieder H, Sgrensen TIA, Spector TD, Timpson NJ, van Dam RM, van der
Velde N, van Duijn CM, Vollenweider P, Vélzke H, Voortman T, Waeber G, Wareham NJ, Weir
DR, Wichmann HE, Wilson JF, Hevener AL, Krook A, Zierath JR, Thomis MAI, Loos RJF, Hoed
MD. Genome-wide association analyses of physical activity and sedentary behavior provide
insights into underlying mechanisms and roles in disease prevention. Nat Genet. 2022
Sep;54(9):1332-1344. doi:10.1038/s41588-022-01165-1. Epub 2022 Sep 7. PMID: 36071172;
PMCID: PMC9470530.

518. Nelson SC, Gogarten SM, Fullerton SM, Isasi CR, Mitchell BD, North KE, Rich SS, Taylor
MRG, Zdliner S, Sofer T. Social and scientific motivations to move beyond groups in allele
frequencies: The TOPMed experience. Am J Hum Genet. 2022 Sep 1;109(9):1582-1590. doi:
10.1016/j.ajhg.2022.07.008. PMID: 36055210; PMCID: PMC9502047.

517. Divaris K, Haworth S, Shaffer JR, Anttonen V, Beck JD, Furuichi Y, Holtfreter B, Jonsson D,
Kocher T, Levy SM, Magnusson PKE, McNeil DW, Michaélsson K, North KE, Palotie U,
Papapanou PN, Pussinen PJ, Porteous D, Reis K, Salminen A, Schaefer AS, Sudo T, Sun YQ,
Suominen AL, Tamahara T, Weinberg SM, Lundberg P, Marazita ML, Johansson I. Phenotype
Harmonization in the GLIDE2 Oral Health Genomics Consortium. J Dent Res. 2022
Oct;101(11):1408-1416. doi: 10.1177/00220345221109775. Epub 2022 Aug 24. PMID:
36000800; PMCID: PMC9516613.

516. Ramdas S, Judd J, Graham SE, Kanoni S, Wang Y, Surakka I, Wenz B, Clarke SL, Chesi
A, Wells A, Bhatti KF, Vedantam S, Winkler TW, Locke AE, Marouli E, Zajac GJM, ....... North
KE, Daviglus M, Kraft P, Martin NG, Whitfield JB, Abbas S, Saleheen D, Walters RG, Holmes
MV, Black C, Smith BH, Baras A, Justice AE, Buring JE, Ridker PM, Chasman DI, Kooperberg C,
Tamiya G, Yamamoto M, van Heel DA, Trembath RC, Wei WQ, Jarvik GP, Namjou B, Hayes MG,
Ritchie MD, Jousilahti P, Salomaa V, Hveem K, Asvold BO, Kubo M, Kamatani Y, Okada Y,
Murakami Y, Kim BJ, Thorsteinsdottir U, Stefansson K, Zhang J, Chen YE, Ho YL, Lynch JA,
Tsao PS, Chang KM, Cho K, O'Donnell CJ, Gaziano JM, Wilson P, Mohlke KL, Frayling TM,
Hirschhorn JN, Kathiresan S, Boehnke M; Million Veterans Program; Global Lipids Genetics
Consortium; Struan Grant, Natarajan P, Sun YV, Morris AP, Deloukas P, Peloso G, Assimes TL,
Willer CJ, Zhu X, Brown CD. A multi-layer functional genomic analysis to understand noncoding
genetic variation in lipids. Am J Hum Genet. 2022 Aug 4;109(8):1366-1387. doi:
10.1016/j.ajhg.2022.06.012. PMID: 35931049; PMCID: PMC9388392.

515. Jang SK, Evans L, Fialkowski A, Arnett DK, Ashley-Koch AE, Barnes KC, Becker DM, Bis
JC, Blangero J, Bleecker ER, Boorgula MP, Bowden DW, Brody JA, Cade BE, Jenkins BWC,
Carson AP, Chavan S, Cupples LA, Custer B, Damrauer SM, David SP, de Andrade M, Dinardo
CL, Fingerlin TE, Fornage M, Freedman BI, Garrett ME, Gharib SA, Glahn DC, Haessler J,
Heckbert SR, Hokanson JE, Hou L, Hwang SJ, Hyman MC, Judy R, Justice AE, Kaplan RC,
Kardia SLR, Kelly S, Kim W, Kooperberg C, Levy D, Lloyd-Jones DM, Loos RJF, Manichaikul
AW, Gladwin MT, Martin LW, Nouraie M, Melander O, Meyers DA, Montgomery CG, North KE,
Oelsner EC, Palmer ND, Payton M, Peljto AL, Peyser PA, Preuss M, Psaty BM, Qiao D, Rader
DJ, Rafaels N, Redline S, Reed RM, Reiner AP, Rich SS, Rotter JI, Schwartz DA, Shadyab AH,
Silverman EK, Smith NL, Smith JG, Smith AV, Smith JA, Tang W, Taylor KD, Telen MJ, Vasan
RS, Gordeuk VR, Wang Z, Wiggins KL, Yanek LR, Yang IV, Young KA, Young KL, Zhang Y, Liu
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DJ, Keller MC, Vrieze S. Rare genetic variants explain missing heritability in smoking. Nat Hum
Behav. 2022 Nov;6(11):1577-1586. doi: 10.1038/s41562-022-01408-5. Epub 2022 Aug 4. PMID:
35927319; PMCID: PMC9985486.

514. Tcheandjieu C, Zhu X, Hilliard AT, Clarke SL, Napolioni V, Ma S, Lee KM, Fang H, Chen F,
Lu Y, Tsao NL, Raghavan S, Koyama S, Gorman BR, Vujkovic M, Klarin D, Levin MG, Sinnott-
Armstrong N, Wojcik GL, Plomondon ME, Maddox TM, Waldo SW, Bick AG, Pyarajan S, Huang
J, Song R, Ho YL, Buyske S, Kooperberg C, Haessler J, Loos RJF, Do R, Verbanck M, Chaudhary
K, North KE, Avery CL, Graff M, Haiman CA, Le Marchand L, Wilkens LR, Bis JC, Leonard H,
Shen B, Lange LA, Giri A, Dikilitas O, Kullo IJ, Stanaway IB, Jarvik GP, Gordon AS, Hebbring S,
Namjou B, Kaufman KM, Ito K, Ishigaki K, Kamatani Y, Verma SS, Ritchie MD, Kember RL, Baras
A, Lotta LA; Regeneron Genetics Center; CARDIOGRAMplusC4D Consortium; Biobank Japan;
Million Veteran Program; Kathiresan S, Hauser ER, Miller DR, Lee JS, Saleheen D, Reaven PD,
Cho K, Gaziano JM, Natarajan P, Huffman JE, Voight BF, Rader DJ, Chang KM, Lynch JA,
Damrauer SM, Wilson PWF, Tang H, Sun YV, Tsao PS, O'Donnell CJ, Assimes TL. Large-scale
genome-wide association study of coronary artery disease in genetically diverse populations. Nat
Med. 2022 Aug;28(8):1679-1692. doi: 10.1038/s41591-022-01891-3. Epub 2022 Aug 1. PMID:
35915156; PMCID: PMC9419655.

513.7*Bukowski A, Hoyo C, Hudgens MG, Brewster WR, Valea F, Bentley RC, Vidal AC, Maguire
RL, Schmitt JW, Murphy SK, North KE, Smith JS. Extended Human Papillomavirus Genotyping
to Predict Progression to High-Grade Cervical Precancer: A Prospective Cohort Study in the
Southeastern United States. Cancer Epidemiol Biomarkers Prev. 2022 Aug 2;31(8):1564-1571.
doi: 10.1158/1055-9965.EPI-22-0054. PMID: 35654413; PMCID: PMC9350926.

512. Raghavan S, Huang J, Tcheandjieu C, Huffman JE, Litkowski E, Liu C, Ho YA, Hunter-Zinck
H, Zhao H, Marouli E, North KE; VA Million Veteran Program; Lange E, Lange LA, Voight BF,
Gaziano JM, Pyarajan S, Hauser ER, Tsao PS, Wilson PWF, Chang KM, Cho K, O'Donnell CJ,
Sun YV, Assimes TL. A multi-population phenome- wide association study of genetically-
predicted height in the Million Veteran Program. PLoS Genet. 2022 Jun 2;18(6):e1010193. doi:
10.1371/journal.pgen.1010193. PMID: 35653334; PMCID: PMC9162317.

511. Kelly TN, Sun X, He KY, Brown MR, Taliun SAG, Hellwege JN, Irvin MR, Mi X, Brody JA,
Franceschini N, Guo X, Hwang SJ, de Vries PS, Gao Y, Moscati A, Nadkarni GN, Yanek LR,
Elfassy T, Smith JA, Chung RH, Beitelshees AL, Patki A, Aslibekyan S, Blobner BM, Peralta JM,
Assimes TL, Palmas WR, Liu C, Bress AP, Huang Z, Becker LC, Hwa CM, O'Connell JR, Carlson
JC, Warren HR, Das S, Giri A, Martin LW, Craig Johnson W, Fox ER, Bottinger EP, Razavi AC,
Vaidya D, Chuang LM, Chang YC, Naseri T, Jain D, Kang HM, Hung AM, Srinivasasainagendra
V, Snively BM, Gu D, Montasser ME, Reupena MS, Heavner BD, LeFaive J, Hixson JE, Rice KM,
Wang FF, Nielsen JB, Huang J, Khan AT, Zhou W, Nierenberg JL, Laurie CC, Armstrong ND, Shi
M, Pan Y, Stilp AM, Emery L, Wong Q, Hawley NL, Minster RL, Curran JE, Munroe PB, Weeks
DE, North KE, Tracy RP, Kenny EE, Shimbo D, Chakravarti A, Rich SS, Reiner AP, Blangero J,
Redline S, Mitchell BD, Rao DC, Ida Chen YD, Kardia SLR, Kaplan RC, Mathias RA, He J, Psaty
BM, Fornage M, Loos RJF, Correa A, Boerwinkle E, Rotter JI, Kooperberg C, Edwards TL,
Abecasis GR, Zhu X, Levy D, Arnett DK, Morrison AC; Samoan Obesity, Lifestyle, and Genetic
Adaptations Study (OLaGA) Group,¥ NHLBI Trans-Omics for Precision Medicine TOPMed)
Consortium. Insights From a Large-Scale Whole-Genome Sequencing Study of Systolic Blood
Pressure, Diastolic Blood Pressure, and Hypertension. Hypertension. 2022 Aug;79(8):1656-1667.
doi: 10.1161/HYPERTENSIONAHA.122.19324. Epub 2022 Jun 2. PMID: 35652341; PMCID:
PMC9593435.

510. Wang Z, Choi SW, Chami N, Boerwinkle E, Fornage M, Redline S, Bis JC, Brody JA, Psaty
BM, Kim W, McDonald MN, Regan EA, Silverman EK, Liu CT, Vasan RS, Kalyani RR, Mathias
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RA, Yanek LR, Arnett DK, Justice AE, North KE, Kaplan R, Heckbert SR, de Andrade M, Guo X,
Lange LA, Rich SS, Rotter JI, Ellinor PT, Lubitz SA, Blangero J, Shoemaker MB, Darbar D,
Gladwin MT, Albert CM, Chasman DI, Jackson RD, Kooperberg C, Reiner AP, O'Reilly PF, Loos
RJF. The Value of Rare Genetic Variation in the Prediction of Common Obesity in European
Ancestry Populations. Front Endocrinol (Lausanne). 2022 May 3;13:863893. doi:
10.3389/fendo.2022.863893. PMID: 35592775; PMCID: PMC9110787.

509. Mahajan A, Spracklen CN, Zhang W, Ng MCY, Petty LE, Kitajima H, Yu GZ, Rueger S,
Speidel L, Kim YJ, Horikoshi M, Mercader JM, Taliun D, Moon S, Kwak ...... Loos RJF, North KE,
Haiman CA, Florez JC, Saleheen D, Hansen T, Pedersen O, Magi R, Langenberg C, Wareham
NJ, Maeda S, Kadowaki T, Lee J, Millwood 1Y, Walters RG, Stefansson K, Myers SR, Ferrer J,
Gaulton KJ, Meigs JB, Mohlke KL, Gloyn AL, Bowden DW, Below JE, Chambers JC, Sim X,
Boehnke M, Rotter JI, McCarthy MI, Morris AP. Multi-ancestry genetic study of type 2 diabetes
highlights the power of diverse populations for discovery and translation. Nat Genet. 2022
May;54(5):560-572. doi: 10.1038/s41588-022-01058-3. Epub 2022 May 12. PMID: 35551307;
PMCID: PMC9179018.

508: Lee M, Huan T, McCartney DL, Chittoor G, de Vries M, Lahousse L, Nguyen JN, Brody JA,
Castillo-Fernandez J, Terzikhan N, Qi C, Joehanes R, Min JL, Smilnak GJ, Shaw JR, Yang CX,
Colicino E, Hoang TT, Bermingham ML, Xu H, Justice AE, Xu CJ, Rich SS, Cox SR, Vonk JM,
Proki¢ |, Sotoodehnia N, Tsai PC, Schwartz JD, Leung JM, Sikdar S, Walker RM, Harris SE, van
der Plaat DA, Van Den Berg DJ, Bartz TM, Spector TD, Vokonas PS, Marioni RE, Taylor AM, Liu
Y, Barr RG, Lange LA, Baccarelli AA, Obeidat M, Fornage M, Wang T, Ward JM, Motsinger-Reif
AA,Hemani G, Koppelman GH, Bell JT, Gharib SA, Brusselle G, Boezen HM, North KE, Levy D,
Evans KL, Dupuis J, Breeze CE, Manichaikul A, London SJ. Pulmonary Function and Blood DNA
Methylation: A Multiancestry Epigenome-Wide Association Meta-analysis. Am J Respir Crit Care
Med. 2022 Aug 1;206(3):321-336. doi: 10.1164/rccm.202108-19070C. PMID: 35536696; PMCID:
PMC9890261.

507: * Avery CL, Howard AG, Ballou AF, Buchanan VL, Collins JM, Downie CG, Engel SM, Graff
M, Highland HM, Lee MP, Lilly AG, Lu K, Rager JE, Staley BS, North KE, Gordon-Larsen P.
Strengthening Causal Inference in Exposomics Research: Application of Genetic Data and
Methods. Environ Health Perspect. 2022 May;130(5):55001. doi: 10.1289/EHP9098. Epub 2022
May 9. PMID: 35533073; PMCID: PMC9084332.

506: Taub MA, Conomos MP, Keener R, lyer KR, Weinstock JS, Yanek LR, Lane J, Miller-Fleming
TW, Brody JA, Raffield LM, McHugh CP, Jain D, Gogarten SM, Laurie CA, Keramati A, Arvanitis
M, Smith AV, Heavner B, Barwick L, Becker LC, Bis JC, Blangero J, Bleecker ER, Burchard EG,
Celedon JC, Chang YPC, Custer B, Darbar D, de Las Fuentes L, DeMeo DL, Freedman BI,
Garrett ME, Gladwin MT, Heckbert SR, Hidalgo BA, Irvin MR, Islam T, Johnson WC, Kaab S,
LaunerL, Lee J, Liu S, Moscati A, North KE, Peyser PA, Rafaels N, Seidman C, Weeks DE, Wen
F, Wheeler MM, Williams LK, Yang IV, Zhao W, Aslibekyan S, Auer PL, Bowden DW, Cade BE,
....... Thornton T, O'Connell J, Cox NJ, Perry JA, Armanios M, Battle A, Pankratz N, Reiner AP,
Mathias RA. Genetic determinants of telomere length from 109,122 ancestrally diverse whole-
genome sequences in TOPMed. Cell Genom. 2022 Jan 12;2(1):100084. doi:
10.1016/j.xgen.2021.100084. Epub 2022 Jan 13. PMID: 35530816; PMCID: PMC9075703.

505: Holliday KM, Gondalia R, Baldassari A, Justice AE, Stewart JD, Liao D, Yanosky JD, Jordahl
KM, Bhatti P, Assimes TL, Pankow JS, Guan W, Fornage M, Bressler J, North KE, Conneely KN,
LiY, Hou L, Vokonas PS, Ward-Caviness CK, Wilson R, Wolf K, Waldenberger M, Cyrys J, Peters
A, Boezen HM, Vonk JM, Sayols- Baixeras S, Lee M, Baccarelli AA, Whitsel EA. Gaseous air
pollutants and DNA methylation in a methylome-wide association study of an ethnically and
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environmentally diverse population of U.S. adults. Environ Res. 2022 Sep;212(Pt C):113360. doi:
10.1016/j.envres.2022.113360. Epub 2022 Apr 30. PMID: 35500859; PMCID: PMC9354583.

504: T Von Holle A, North KE, Gahagan S, Blanco E, Burrows R, Lozoff B, Howard AG, Justice
AE, Graff M, Voruganti S. Infant Growth Trajectories and Lipid Levels in Adolescence: Evidence
From a Chilean Infancy Cohort. Am J Epidemiol. 2022 Sep 28;191(10):1700-1709. doi:
10.1093/aje/kwac057. PMID: 35467716; PMCID: PMC9989340.

503. Lee Y, Chen H, Chen W, Qi Q, Afshar M, Cai J, Daviglus ML, Thyagarajan B, North KE,
London SJ, Boerwinkle E, Celedén JC, Kaplan RC, Yu B. Metabolomic Associations of Asthma
in the Hispanic Community Health Study/Study of Latinos. Metabolites. 2022 Apr 16;12(4):359.
doi: 10.3390/metabo12040359. PMID: 35448546; PMCID: PMC9028429.

502. He KY, Kelly TN, Wang H, Liang J, Zhu L, Cade BE, Assimes TL, Becker LC, Beitelshees
AL, Bielak LF, Bress AP, Brody JA, Chang YC, Chang YC, de Vries PS, Duggirala R, Fox ER,
Franceschini N, Furniss AL, Gao Y, Guo X, Haessler J, Hung YJ, Hwang SJ, Irvin MR, Kalyani
RR, Liu CT, Liu C, Martin LW, Montasser ME, Muntner PM, Mwasongwe S, Naseri T, Palmas W,
Reupena MS, Rice KM, Sheu WH, Shimbo D, Smith JA, Snively BM, Yanek LR, Zhao W, Blangero
J, Boerwinkle E, Chen YI, Correa A, Cupples LA, Curran JE, Fornage M, He J, Hou L, Kaplan
RC, Kardia SLR, Kenny EE, Kooperberg C, Lloyd-Jones D, Loos RJF, Mathias RA, McGarvey
ST, Mitchell BD, North KE, Peyser PA, Psaty BM, Raffield LM, Rao DC, Redline S, Reiner AP,
Rich SS, Rotter JI, Taylor KD, Tracy R, Vasan RS; Samoan Obesity, Lifestyle and Genetic
Adaptations Study (OLaGA) Group, NHLBI Trans-Omics for Precision Medicine (TOPMed)
Consortium; Morrison AC, Levy D, Chakravarti A, Arnett DK, Zhu X. Rare coding variants in RCN3
are associated with blood pressure. BMC Genomics. 2022 Feb 19;23(1):148. doi:
10.1186/s12864-022-08356-4. PMID: 35183128; PMCID: PMC8858539.

501.7* Kim D, Justice AE, Chittoor G, Blanco E, Burrows R, Graff M, Howard AG, Wang Y, Rohde
R, Buchanan VL, Voruganti VS, Almeida M, Peralta J, Lehman DM, Curran JE, Comuzzie AG,
Duggirala R, Blangero J, Albala C, Santos JL, Angel B, Lozoff B, Gahagan S, North KE. Genetic
determinants of metabolic biomarkers and their associations with cardiometabolic traits in
Hispanic/Latino adolescents. Pediatr Res. 2022 Aug;92(2):563-571. doi: 10.1038/s41390-021-
01729-7. Epub 2021 Oct 13.PMID: 34645953; PMCID: PMC9005573.

500.7* Fernandez-Rhodes L, Graff M, Buchanan VL, Justice AE, Highland HM, Guo X, Zhu W,
Chen HH, Young KL, Adhikari K, Palmer ND, Below JE, Bradfield J, Pereira AC, Glover L, Kim D,
Lilly AG, Shrestha P, Thomas AG, Zhang X, Chen M, ....Parra EJ, Cruz M, Loos RJF, North KE.
Ancestral diversity improves discovery and fine-mapping of genetic loci for anthropometric traits-
The Hispanic/Latino Anthropometry Consortium. HGG Adv. 2022 Mar 11;3(2):100099. doi:
10.1016/j.xhgg.2022.100099. eCollection 2022 Apr 14. PMID: 35399580. Free PMC article.

499. Nakao T, Bick AG, Taub MA, Zekavat SM, Uddin MM, Niroula A, Carty CL, Lane J, Honigberg
MC, Weinstock JS, Pampana A, Gibson CJ, Griffin GK, Clarke SL, Bhattacharya R, Assimes TL,
Emery LS, Stilp AM, Wong Q, Broome J, Laurie CA, Khan AT, Smith AV, Blackwell TW, Codd V,
Nelson CP, Yoneda ZT, Peralta JM, Bowden DW, Irvin MR, Boorgula M, Zhao W, Yanek LR,
Wiggins KL, Hixson JE, Gu CC, Peloso GM, Roden DM, Reupena MS, Hwu CM, DeMeo DL,
North KE, Kelly S, Musani SK,.... Reiner AP, Mathias RA, Do R; NHLBI Trans-Omics for
Precision Medicine (TOPMed) Consortium, Natarajan P. Mendelian randomization supports
bidirectional causality between telomere length and clonal hematopoiesis of indeterminate
potential. Sci Adv. 2022 Apr 8;8(14):eabl6579. doi: 10.1126/sciadv.abl6579. Epub 2022 Apr 6.
PMID: 35385311.

498. Smith SP, Shahamatdar S, Cheng W, Zhang S, Paik J, Graff M, Haiman C, Matise TC, North
KE, Peters U, Kenny E, Gignoux C, Wojcik G, Crawford L, Ramachandran S. Enrichment
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analyses identify shared associations for 25 quantitative traits in over 600,000 individuals from
seven diverse ancestries. Am J Hum Genet. 2022 Mar 22:S0002-9297(22)00101-X. doi:
10.1016/j.ajhg.2022.03.005. Epub ahead of print. PMID: 35349783.

497.7* Downie CG, North KE. The dynamic genetic architecture of early childhood BMI. Nat
Metab. 2022 Mar;4(3):308-309. doi: 10.1038/s42255-022-00546-4. PMID: 35315438; PMCID:
PMC8969174.

496. Highland HM, Wojcik GL, Graff M, Nishimura KK, Hodonsky CJ, Baldassari AR, Cote AC,
Cheng I, Gignoux CR, Tao R, Li Y, Boerwinkle E, Fornage M, Haessler J, Hindorff LA, Hu Y,
Justice AE, Lin BM, Lin D, Stram DO, Haiman CA, Kooperberg C, Le Marchand L, Matise TC,
Kenny EE, Carlson CS, Stahl EA, Avery CL, North KE, Ambite JL, Buyske S, Loos RJ, Peters U,
Young KL, Bien SA, Huckins LM. Predicted gene expression in ancestrally diverse populations
leads to discovery of susceptibility loci for lifestyle and cardiometabolic traits. Am J Hum Genet.
2022 Mar 3:S0002-9297(22)00064-7. doi: 10.1016/j.ajhg.2022.02.013. Epub ahead of print.
PMID: 35263625.

495. Wainschtein P, Jain D, Zheng Z; TOPMed Anthropometry Working Group; NHLBI Trans-
Omics for Precision Medicine (TOPMed) Consortium, ... , North KE, Lange LA, Weir BS, Yengo
L, Yang J, Visscher PM. Assessing the contribution of rare variants to complex trait heritability
from whole-genome sequence data. Nat Genet. 2022 Mar;54(3):263-273. doi: 10.1038/s41588-
021-00997-7. Epub 2022 Mar 7. PMID: 35256806.

494. He KY, Kelly TN, Wang H, Liang J, Zhu L, Cade BE, Assimes TL, Becker LC,... North KE,
Peyser PA, Psaty BM, Raffield LM, Rao DC, Redline S, Reiner AP, Rich SS, Rotter JI, Taylor KD,
Tracy R, Vasan RS; Samoan Obesity, Lifestyle and Genetic Adaptations Study (OLaGA) Group,
NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, Morrison AC, Levy D,
Chakravarti A, Arnett DK, Zhu X. Rare coding variants in RCN3 are associated with blood
pressure. BMC Genomics. 2022 Feb 19;23(1):148. doi: 10.1186/s12864-022-08356-4. PMID:
35183128; PMCID: PMC8858539.

493. .7* Kim D, Howard AG, Blanco E, Burrows R, Correa-Burrows P, Memili A, Albala C, Santos
JL, Angel B, Lozoff B, Justice AE, Gordon-Larsen P, Gahagan S, North KE. Dynamic
relationships between body fat and circulating adipokine levels from\ adolescence to young
adulthood: The Santiago Longitudinal Study. Nutr Metab Cardiovasc Dis. 2022 Jan 7:S0939-
4753(22)00001-1. doi:10.1016/j.numecd.2022.01.001. Epub ahead of print. PMID: 35181188.

492. Chen HH, Petty LE, North KE, McCormick JB, Fisher-Hoch SP, Gamazon ER, Below JE.
Novel diabetes gene discovery through comprehensive characterization and integrative analysis
of longitudinal gene expression changes. Hum Mol Genet. 2022 Feb 14:ddac039. doi:
10.1093/hmg/ddac039. Epub ahead of print. PMID: 35157052.

491. Inoue Y, Graff M, Howard AG, Highland HM, Young KL, Harris KM, North KE, LiY, Duan Q,
Gordon-Larsen P. Do adverse childhood experiences and genetic obesity risk interact in relation
to body mass index in young adulthood? Findings from the National Longitudinal Study of
Adolescent to Adult Health. Pediatr Obes.2022 Jan 17:€12885. doi: 10.1111/ijpo.12885. Epub
ahead of print. PMID:35040268.

490. Downie CG, Dimos SF, Bien SA, Hu Y, Darst BF, Polfus LM, Wang Y, Wojcik GL, Tao R,
Raffield LM, Armstrong ND, Polikowsky HG, Below JE, Correa A, Irvin MR, Rasmussen-Torvik
LJF, Carlson CS, Phillips LS, Liu S, Pankow JS, Rich SS, Rotter JI, Buyske S, Matise TC, North
KE, Avery CL, Haiman CA, Loos RJF, Kooperberg C, Graff M, Highland HM. Multi-ethnic GWAS
and fine-mapping of glycaemic traits identify novel loci in the PAGE Study. Diabetologia. 2022
Mar;65(3):477-489.mdoi: 10.1007/s00125-021-05635-9. Epub 2021 Dec 24. PMID: 34951656;
PMCID: PMC8810722.
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489. Wang Z, Usyk M, Vazquez-Baeza Y, Chen GC, Isasi CR, Williams-Nguyen JS, Hua S,
McDonald D, Thyagarajan B, Daviglus ML, Cai J, North KE, Wang T, Knight R, Burk RD, Kaplan
RC, Qi Q. Microbial co-occurrence complicates associations of gut microbiome with US
immigration, dietary intake and obesity. Genome Biol.2021 Dec 10;22(1):336. doi:
10.1186/s13059-021-02559-w. PMID: 34893089; PMCID:PMC8665519.

488. Tapia AL, Rowland BT, Rosen JD, Preuss M, Young K, Graff M, Choquet H, Couper DJ,
Buyske S, Bien SA, Jorgenson E, Kooperberg C, Loos RJF, Morrison AC, North KE, Yu B, Reiner
AP, LiY, Raffield LM. A large-scale transcriptome-wide association study (TWAS) of 10 blood cell
phenotypes reveals complexities of TWAS fine-mapping. Genet Epidemiol. 2022 Feb;46(1):3-16.
doi:10.1002/gepi.22436. Epub 2021 Nov 15. PMID: 34779012; PMCID: PMC8887641.

487. Little A, Hu Y, Sun Q, Jain D, Broome J, Chen MH, Thibord F, McHugh C, Surendran P,
Blackwell TW, Brody JA, Bhan A, Chami N, de Vries PS, Ekunwe L,...Mitchell BD, Morrison AC,
Nickerson DA, North KE, O'Connell JR, Pankratz N, Psaty BM, Vasan RS, Rich SS, Rotter JI,
Smith AV, Smith NL, Tang H,Tracy RP, Conomos MP, Laurie CA, Mathias RA, Li Y, Auer PL;
NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, Thornton T, Reiner AP,
Johnson AD, Raffield LM. Whole genome sequence analysis of platelet traits in the NHLBI Trans-
Omics for Precision Medicine (TOPMed) initiative. Hum Mol Genet. 2022 Feb 3;31(3):347-361.
doi: 10.1093/hmg/ddab252. PMID: 34553764; PMCID: PMC8825339.

486. Sun Q, Graff M, Rowland B, Wen J, Huang L, Miller-Fleming TW, Haessler J, Preuss MH,
Chai JF, Lee MP, Avery CL, Cheng CY, Franceschini N, Sim X, Cox NJ, Kooperberg C, North
KE, Li Y, Raffield LM. Analyses of biomarker traits in diverse UK biobank participants identify
associations missed by European-centric analysis strategies. J Hum Genet. 2022 Feb;67(2):87-
93. doi: 10.1038/s10038-021-00968-0. Epub 2021 Aug 11. PMID: 34376796; PMCID:
PMC8792153.

2021

485. Guimaraes Alves AC, Sukow NM, Adelman Cipolla G, Mendes M, Leal TP, Petzl- Erler ML,
Lehtonen Rodrigues Souza R, Rainha de Souza |, Sanchez C, Santolalla M, Loesch D, Dean M,
Machado M, Moon JY, Kaplan R, North KE, Weiss S, Barreto ..MH, Borda V. Tracing the
Distribution of European Lactase Persistence Genotypes Along the Americas. Front Genet. 2021
Sep 22;12:671079. doi: 10.3389/fgene.2021.671079. PMID: 34630506;PMCID: PMC8493957.

484. Fernandez-Rhodes L, Butera NM, Lodge EK, Franceschini N, Llabre MM, Arredondo EM,
Gallo LC, Arguelles W, Penedo FJ, Daviglus ML, Isasi CR, Smokowski P, Gordon-Larsen P, Aiello
AE, Perreira KM, Sotres-Alvarez D, North KE. Demographic and sociocultural risk factors for
adulthood weight gain in Hispanic/Latinos: results from the Hispanic Community Health Study /
Study of Latinos (HCHS/SOL). BMC Public Health. 2021 Nov 10;21(1):2064. doi:10.1186/s12889-
021-11848-9. PMID: 34758813; PMCID: PMC8582171.

483. Kim D, Justice AE, Chittoor G, Blanco E, Burrows R, Graff M, Howard AG, Wang Y, Rohde
R, Buchanan VL, Voruganti VS, Almeida M, Peralta J, Lehman DM, Curran JE, Comuzzie AG,
Duggirala R, Blangero J, Albala C, Santos JL, Angel B, Lozoff B, Gahagan S, North KE. Genetic
determinants of metabolic biomarkers and their associations with cardiometabolic traits in
Hispanic/Latino adolescents. Pediatr Res. 2021 Oct 13. doi: 10.1038/s41390-021-01729-7. Epub
ahead of print. PMID: 34645953.

482. Polfus LM, Darst BF, Highland H, Sheng X, Ng MCY, Below JE, Petty L, Bien S,...Marchand
LL, North KE, Buyske S, Kooperberg C, Loos RJF, Stram DO, Haiman CA. Genetic discovery
and risk characterization in type 2 diabetes across diverse populations. HGG Adv. 2021 Apr



Kari E. North, Ph.D.
Curriculum Vitae, March 2025
Page 42 0f 103

8;2(2):100029. doi: 10.1016/j.xhgg.2021.100029. Epub 2021 Mar 9. PMID: 34604815; PMCID:
PMC8486151.

481. Mikhaylova AV, McHugh CP, Polfus LM, Raffield LM, Boorgula MP, Blackwell TW,...North
KE, O'Connell JR, Ortega VE, Pankratz N, Perry JA, Psaty BM, Rich SS, Soranzo N, Rotter JI,
Silverman EK, Smith NL, Tang H, Tracy RP, Thornton TA, Vasan RS, Zein J, Mathias RA; NHLBI
Trans-Omics for Precision Medicine (TOPMed) Consortium, Reiner AP, Auer PL. Whole-genome
sequencing in diverse subjects identifies genetic correlates of leukocyte traits: The NHLBI
TOPMed program. Am J Hum Genet. 2021 Oct 7;108(10):1836-1851. doi:
10.1016/j.ajhg.2021.08.007. Epub 2021 Sep 27. PMID: 34582791; PMCID: PMC8546043.

480. Hu Y, Bien SA, Nishimura KK, Haessler J, Hodonsky CJ, Baldassari AR, Highland HM, Wang
Z, Preuss M, Sitlani CM, Wojcik GL, Tao R, Graff M, Huckins LM, Sun Q, Chen MH, Mousas A,
Auer PL, Lettre G; Blood Cell Consortium, Tang W, Qi L, Thyagarajan B, Buyske S, Fornage M,
Hindorff LA, Li Y, Lin D, Reiner AP, North KE, Loos RJF, Raffield LM, Peters U, Avery CL,
Kooperberg C. Correction to: Multi-ethnic genome-wide association analyses of white blood cell
and platelet traits in the Population Architecture using Genomics and Epidemiology PAGE) Study.
BMC Genomics. 2021 Sep 13;22(1):656. doi:0.1186/s12864-021-07919-1. Erratum for: BMC
Genomics. 2021 Jun 9;22(1):432 PMID: 34517814; PMCID: PMC8436530.

479: Cade BE, Lee J, Sofer T, Wang H, Zhang M, Chen H, Gharib SA, Gottlieb DJ, Guo X, Lane
JM, Liang J, Lin X, Mei H, Patel SR, Purcell SM, Saxena R, Shah NA, Evans DS, Hanis CL,
Hillman DR, Mukherjee S, Palmer LJ, Stone KL, Tranah GJ; NHLBI Trans-Omics for Precision
Medicine (TOPMed) Consortium, Abecasis GR, Boerwinkle EA, Correa A, Cupples LA, Kaplan
RC, Nickerson DA, North KE, Psaty BM, Rotter JI, Rich SS, Tracy RP, Vasan RS, Wilson JG,
Zhu X, Redline S; TOPMeleep Working Group. Whole-genome association analyses of sleep-
disordered breathing phenotypes in the NHLBI TOPMed program. Genome Med. 2021 Aug
26;13(1):136. doi: 10.1186/s13073-021-00917-8. PMID: 34446064; PMCID: PMC8394596.

478. Graham SE, Clarke SL, Wu KH, Kanoni S, Zajac GJM, Ramdas S, Surakka I, Ntalla I,
Vedantam S, Winkler TW, Locke AE, Marouli E, Hwang MY, Han S, Narita, Choudhury A, Bentley
AR, Ekoru K, Verma A, Trivedi B, Martin HC, Hunt KA, Hui Q..... Morrison AC, North KE, Daviglus
M, Kraft P, Martin NG, Whitfield JB, Abbas S, Saleheen D, Walters RG, Holmes MV, Black C,
Smith BH, Justice AE, Baras A, Buring JE, Ridker PM, Chasman DI, Kooperberg C, Wei WQ,
Jarvik GP, Namjou B, Hayes MG, Ritchie MD, Jousilahti P, Salomaa V, Hveem K, Asvold BO,
Kubo M, Kamatani Y, Okada Y, Murakami Y, Thorsteinsdottir U, Stefansson K, Ho YL, Lynch A,
Rader DJ, Tsao PS, Chang KM, Cho K, O'Donnell CJ, Gaziano JM, Wilson P, Rotimi CN,
Hazelhurst S, Ramsay M, Trembath RC, van Heel DA, Tamiya G, Yamamoto M, Kim BJ, Mohlke
KL, Frayling TM, Hirschhorn JN, Kathiresan S; VA Million Veteran Program; Global Lipids
Genetics Consortium*, Boehnke M, Natarajan P, Peloso GM, Brown CD, Morris AP, Assimes TL,
Deloukas P, Sun YV, Willer CJ. The power of genetic diversity in genome-wide association
studies of lipids. Nature.2021 Dec;600(7890):675-679. doi: 10.1038/s41586-021-04064-3. Epub
2021 Dec 9. PMID: 34887591; PMCID: PMC8730582.

477. Raffield LM, Howard AG, Graff M, Lin DY, Cheng S, Demerath E, Ndumele C, Palta P,
Rebholz CM, Seidelmann S, Yu B, Gordon-Larsen P, North KE, Avery CL. Obesity Duration,
Severity, and Distribution Trajectories and Cardiovascular Disease Risk in the Atherosclerosis
Risk in Communities Study. J Am Heart Assoc. 2021 Dec 21;10(24):e019946. doi:
10.1161/JAHA.121.019946. Epub 2021 Dec 10. PMID: 34889111.

476: Wen J, Xie M, Rowland B, Rosen JD, Sun Q, Chen J, Tapia AL, Qian H, KowalskiMH, Shan
Y, Young KL, Graff M, Argos M, Avery CL, Bien SA, Buyske S, Yin J, Choquet H, Fornage M,
Hodonsky CJ, Jorgenson E, Kooperberg C, Loos RJF, Liu Y, Moon JY, North KE, Rich SS, Rotter



Kari E. North, Ph.D.
Curriculum Vitae, March 2025
Page 43 0f 103

JI, Smith JA, Zhao W, Shang L, Wang T, Zhou X, Reiner AP, Raffield LM, Li Y. Transcriptome-
Wide Association Study of Blood Cell Traits in African Ancestry and Hispanic/Latino Populations.
Genes (Basel). 2021 Jul 8;12(7):1049. doi: 10.3390/genes12071049. PMID: 34356065; PMCID:
PMC8307403.

475: Justice AE, Young K, Gogarten SM, Sofer T, Graff M, Love SAM, Wang Y, Klimentidis YC,
Cruz M, Guo X, Hartwig F, Petty L, Yao J, Allison MA, Below JE, Buchanan TA, Chen YI, Goodarzi
MO, Hanis C, Highland HM, Hsueh WA, Ipp E, Parra E, Palmas W, Raffel LJ, Rotter JI, Tan J,
Taylor KD, Valladares A, Xiang AH, Sanchez-Johnsen L, Isasi CR, North KE. Genome-wide
association study of body fat distribution traits in Hispanics/Latinos from the HCHS/SOL. Hum
Mol Genet. 2021 Nov 1;30(22):2190-2204. doi: 10.1093/hmg/ddab166. PMID: 34165540; PMCID:
PMC8561424.

474: Glover LM, Cené CW, Reiner A, Gebreab S, Williams DR, North KE, Sims M. Discrimination
and Leukocyte Telomere Length by Depressive Symptomatology: The Jackson Heart Study.
Healthcare (Basel). 2021 May 28;9(6):639. doi:10.3390/healthcare9060639. PMID: 34071160;
PMCID: PMC8226992.

473: Chen J, Spracklen CN, Marenne G, Varshney A, Corbin LJ, Luan J, Willems SM, Wu Y,
Zhang X, Horikoshi M, Boutin TS, Magi R, Waage J, Li-Gao R, Chan KHK, Yao J, Anasanti MD,
Chu AY, Claringbould A, Heikkinen J, Hong J, Hottenga JJ, Huo S, Kaakinen MA, Louie T, Marz
W, Moreno-Macias H, Ndungu A, Nelson SC, Nolte IM, North KE, Raulerson CK, Ray D, Rohde
R, Rybin D, Schurmann C, Sim X, Southam L,.... Wheeler E, Morris AP, Barroso |; Meta-Analysis
of Glucose and Insulin-relatedTraits Consortium (MAGIC). The trans-ancestral genomic
architecture of glycemic traits. Nat Genet. 2021 Jun;53(6):840-860. doi: 10.1038/s41588-021-
00852-9. Epub 2021 May 31. PMID: 34059833; PMCID: PMC7610958.

472: Sarnowski C, Cousminer DL, Franceschini N, Raffield LM, Jia G, Fernandez- Rhodes L,
Grant SFA, Hakonarson H, Lange LA, Long J, Sofer T, Tao R, Wallace RB, Wong Q, Zirpoli G,
Boerwinkle E, Bradfield JP, Correa A, Kooperberg CL, North KE, Palmer JR, Zemel BS, Zheng
W, Murabito JM, Lunetta KL. Large trans-ethnic meta-analysis identifies AKR1C4 as a novel gene
associated with age at menarche. Hum Reprod. 2021 Jun 18;36(7):1999-2010. doi:
10.1093/humrep/deab086. PMID: 34021356; PMCID: PMC8213450.

471: Buchanan VL, Wang Y, Blanco E, Graff M, Albala C, Burrows R, Santos JL,Angel B, Lozoff
B, Voruganti VS, Guo X, Taylor KD, Chen YI, Yao J, Tan J, Downie C, Highland HM, Justice AE,
Gahagan S, North KE. Genome-wide association study identifying novel variant for fasting insulin
and allelic heterogeneity in known glycemic loci in Chilean adolescents: The Santiago
Longitudinal Study. Pediatr Obes. 2021 Jul;16(7):e12765. doi: 10.1111/ijpo.12765. Epub 2020
Dec 30. PMID:3381925; PMCID: PMC8711702.

470: Chen HH, Shaw DM, Petty LE, Graff M, Bohlender RJ, Polikowsky HG, Zhong X, Kim D,
Buchanan VL, Preuss MH, Shuey MM, Loos RJF, Huff CD, Cox NJ, Bastarache JA, Bastarache
L, North KE, Below JE. Host genetic effects in pneumonia. Am J Hum Genet. 2021 Jan
7;108(1):194-201. doi: 10.1016/j.ajhg.2020.12.010. Epub 2020 Dec 13. PMID: 33357513;
PMCID: PMC7820802.

469: Bick AG, Weinstock JS, Nandakumar SK, Fulco CP, Bao EL, Zekavat SM, Szeto MD, Liao
X, Leventhal MJ, Nasser J, Chang K, Laurie C, Burugula BB, Gibson CJ, Lin AE, Taub MA, Aguet
F, Ardlie K, Mitchell BD, Barnes KC, Moscati A, Fornage M, Redline S, Psaty BM, Silverman EK,
Weiss ST, Palmer ND, Vasan RS, Burchard EG, Kardia SLR, He J, Kaplan RC, Smith NL, Arnett
DK, Schwartz DA, Correa A, de Andrade M, Guo X, Konkle BA, Custer B, Peralta JM, Gui H,
Meyers DA, McGarvey ST, Chen |Y, Shoemaker MB, Peyser PA, Broome JG, Gogarten SM,
Wang FF, Wong Q, Montasser ME, Daya M, Kenny EE, North KE, Reiner AP, Jaiswal S,
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Abecasis G, Sankaran VG, Kathiresan S, Natarajan P. Inherited causes of clonal haematopoiesis
in 97,691 whole genomes. Nature. 2020 Oct;586(7831):763-768. doi: 10.1038/s41586-020-2819-
2. Epub 2020 Oct 14. Erratum n: Nature. 2021 Mar;591(7851):E27. PMID: 33057201; PMCID:
PMC7944936.

468. Yu Z, Grams ME, Ndumele CE, Wagenknecht L, Boerwinkle E, North KE, Rebholz CM,
Giovannucci EL, Coresh J. Association Between Midlife Obesity and Kidney Function
Trajectories: The Atherosclerosis Risk in Communities (ARIC) Study. Am J Kidney Dis. 2021
Mar;77(3):376-385. doi: 10.1053/j.ajkd.2020.07.025. Epub 2020 Sep 24. PMID: 32979415;
PMCID: PMC79046

467: Cirelli T, Nepomuceno R, Orrico SRP, Rossa C Jr, Cirelli JA, North KE, Graff M, Barros SP,
Scarel-Caminaga RM. Validation in a Brazilian population of gene markers of periodontitis
previously investigated by GWAS and bioinformatic studies. J Periodontol. 2021 May;92(5):689-
703. doi: 10.1002/JPER.20-0126. Epub 2020 Oct 2. PMID: 32909266.

466. Sun D, Richard M, Musani SK, Sung YJ, Winkler TW, Schwander K, Chai JF, Guo X,
Kilpelainen TO, Vojinovic D, Aschard H, Bartz TM, Bielak LF, Brown MR, North KE, Oldehinkel
AJ, Penninx BWJH,Snieder H, Wang YX, Weir DR, Zheng W, Evans MK, Gauderman WJ,
Gudnason V, Horta BL, Liu CT, Mook-Kanamori DO, Morrison AC, Pereira AC, Psaty BM, Amin
N, Fox ER, Kooperberg C, Sim X, Bierut L, Rotter JI, Kardia SLR, Franceschini N, Rao DC,
Fornage M. Multi-Ancestry Genome-wide Association Study Accounting for Gene- Psychosocial
Factor Interactions Identifies Novel Loci for Blood Pressure Traits. HGG Adv. 2021 Jan
14;2(1):100013. doi: 10.1016/j.xhgg.2020.100013. Epub 2020 Oct 31. PMID: 34734193; PMCID:
PMC8562625.

465: Kim D, Justice AE, Chittoor G, Blanco E, Burrows R, Graff M, Howard AG, Wang Y, Rohde
R, Buchanan VL, Voruganti VS, Almeida M, Peralta J, Lehman DM, Curran JE, Comuzzie AG,
Duggirala R, Blangero J, Albala C, Santos JL, Angel B, Lozoff B, Gahagan S, North KE. Genetic
determinants of metabolic biomarkers and their associations with cardiometabolic traits in
Hispanic/Latino adolescents. Pediatr Res. 2021 Oct 13. doi: 10.1038/s41390-021-01729-7. Epub
ahead of print. PMID: 34645953.

464: Guimaraes Alves AC, Sukow NM, Adelman Cipolla G, Mendes M, Leal TP, Petzl- Erler ML,
Lehtonen Rodrigues Souza R, Rainha de Souza |, Sanchez C, Santolalla M, Loesch D, Dean M,
Machado M, Moon JY, Kaplan R, North KE, Weiss S, Barreto ML, Lima-Costa MF, Guio H,
Céaceres O, Padilla C, Tarazona-Santos E, Mata IF, Tracing the Distribution of European Lactase
Persistence Genotypes Along the Americas. Front Genet. 2021 Sep 22;12:671079. doi:
10.3389/fgene.2021.671079. PMID: 34630506;PMCID: PMC8493957.

463: Moore A, Machiela MJ, Machado M, Wang SS, Kane E, Slager SL, Zhou W,. Nieters A,
North KE, Offit K, Patel AV, Piro S, Ravichandran V, Riboli E, Salles G, Severson RK, Skibola
CF, Smedby KE, Southey MC, Spinelli JJ, Staines A, Stewart C, Teras LR, Tinker LF, Travis RC,
Vajdic CM, Vermeulen RCH, Vijai J, Weiderpass E, Weinstein S, Doo NW, Zhang Y, Zheng T,
Chanock SJ, Rothman N,Cerhan JR, Dean M, Camp NJ, Yeager M, Berndt SI. Genome-wide
homozygosity and risk of four non-Hodgkin lymphoma subtypes. J Transl Genet Genom.
2021;5:200-217. doi: 10.20517/jtgg.2021.08. Epub 2021 Jun 17. PMID: 34622145; PMCID:
PMC8494431.

462. Polfus LM, Darst BF, Highland H, Sheng X, Ng MCY, Below JE, Petty L, Bien S, Sim X,
Wang W, Fontanillas P, Patel Y; 23andMe Research Team; DIAMANTE, North KE, Buyske S,
Kooperberg C, Loos RJF, Stram DO, Haiman CA. Genetic discovery and risk characterization in
type 2 diabetes across diverse populations. HGG Adv. 2021 Apr 8;2(2):100029. doi:
10.1016/j.xhgg.2021.100029. Epub 2021 Mar 9. PMID: 34604815; PMCID: PMC8486151.
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461: Mikhaylova AV, McHugh CP, Polfus LM, Raffield LM, Boorgula MP, Blackwell TW, Brody
JA, Broome J, Chami N, Chen MH, Conomos MP, Cox C, Curran JE, Daya M, Ngo D, Nickerson
DA, Nongmaithem S, North KE, O'Connell JR, Ortega VE, Pankratz N, Perry JA, Psaty BM, Rich
SS, Soranzo N, Rotter JI, Silverman EK, Smith NL, Tang H, Tracy RP, Thornton TA, Vasan RS,
Zein J, Mathias RA; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, Reiner
AP, Auer PL. Whole-genome sequencing in diverse subjects identifies genetic correlates of
leukocyte traits: The NHLBI TOPMed program. Am J Hum Genet. 2021 Oct 7;108(10):1836-1851.
doi: 10.1016/j.ajhg.2021.08.007. Epub 2021 Sep 27. PMID: 34582791; PMCID: PMC8546043.

460. Little A, Hu 'Y, Sun Q, Jain D, Broome J, Chen MH, Thibord F, McHugh C, Surendran P,
Blackwell TW, Brody JA, Bhan A, Chami N, Vries PS, Ekunwe L, Heard- ...North KE, O'Connell
JR, Pankratz N, Psaty BM, Vasan RS, Rich SS, Rotter JI, Smith AV, Smith NL, Tang H, Tracy
RP, Conomos MP, Laurie CA, Mathias RA, Li Y, Auer PL; NHLBI Trans-Omics for Precision
Medicine (TOPMed) Consortium, Thornton T, Reiner AP, Johnson AD, Raffield LM. Whole
genome sequence analysis of platelet traits in the NHLBI trans-omics for precision medicine
initiative. Hum Mol Genet. 2021 Sep 6:ddab252. doi: 10.1093/hmg/ddab252. Epub ahead of print.
PMID: 34553764.

459. Yao Hu, Stephanie A. Bien, Katherine K. Nishimura, Jeffrey Haessler, Chani J. Hodonsky,
Antoine R. Baldassari, Heather M. Highland, Zhe Wang, Michael Preuss, Colleen M. Sitlani,
Genevieve L. Wojcik, Ran Tao, Mariaelisa Graff,.... North KE, Ulrike Peters, Christy L. Avery,
Charles Kooperberg. Multi-ethnic genome-wide association analyses of white blood cell and
platelet traits in the Population Architecture using Genomics and Epidemiology (PAGE) Study.
2021. In press. BMC Genomics.

458. Gondalia R, Baldassari A, Holliday KM, Justice AE, Stewart JD, Liao D, Yanosky JD, Engel
SM, Sheps D, Jordahl KM, Bhatti P, Horvath S, Assimes TL, Demerath EW, Guan W, Fornage
M, Bressler J, North KE, Conneely KN, Li Y, Hou L, Baccarelli AA, Whitsel EA. Epigenetically
mediated electrocardiographic manifestations of sub-chronic exposures to ambient particulate
matter air pollution in the Women's Health Initiative and Atherosclerosis Risk in Communities
Study. Environ Res. 2021 Apr 22;198:111211. doi: 10.1016/j.envres.2021.111211. Epub ahead
of print. PMID: 33895111.

457. Hu Y, Stilp AM, McHugh CP, Rao S, Jain D, Zheng X, Lane J, M\@ric de Bellefon S, Raffield
LM, Chen MH, Yanek LR, Wheeler M, Yao Y, Ren C, Broome J, Moon JY, de Vries PS, Hobbs
BD, Sun Q, Surendran P, Brody JA, Blackwell TW, Choquet H, Ryan K, Duggirala R, Heard-Costa
N, Wang Z, Chami N, Preuss MH, Min N, Ekunwe L, Lange LA, Cushman M, Faraday N, Curran
JE, Almasy L, Kundu K, Smith AV, Gabriel S, Rotter JI, Fornage M, Lloyd-Jones DM, Vasan RS,
Smith NL, North KE, Boerwinkle E, Becker LC, Lewis JP, Abecasis GR, Hou L, O'Connell JR,
Morrison ...... Bauer DE, Conomos MP, Reiner AP; NHLBI Trans-Omics for Precision Medicine
(TOPMed) Consortium. Whole genome sequencing association analysis of quantitative red blood
cell phenotypes: The NHLBI TOPMed program. Am J Hum Genet. 2021 May 6;108(5):874-893.
doi: 10.1016/j.ajhg.2021.04.003. Epub 2021 Apr 21. PMID: 33887194.

456. Stilp AM, Emery LS, Broome JG, Buth EJ, Khan AT, Laurie CA, Wang FF, Wong Q, Lee J,
Mathias RA, McGarvey ST, Mitchell BD, Montasser ME, Morrison AC, North KE, Nouraie SM,
Oelsner EC, Pankratz N, Rich SS, Rotter JI, Smith JA, Taylor KD, Vasan RS, Weeks DE, Weiss
ST, Wilson CG, Yanek LR, Psaty BM, Heckbert SR, Laurie CC. A System for Phenotype
Harmonization in the NHLBI Trans-Omics for Precision Medicine (TOPMed) Program. Am J
Epidemiol. 2021 Apr 16:kwab115. doi: 10.1093/aje/kwab115. Epub ahead of print. PMID:
33861317.



Kari E. North, Ph.D.
Curriculum Vitae, March 2025
Page 46 of 103

455. Wang H, Noordam R, Cade BE, Schwander K, Winkler TW, Lee J, Sung YJ, Bentley AR,
Manning AK, Aschard H, Kilpel\/§inen TO, llkkov M, Brown MR, Horimoto AR, .....CM, Liu CT,
Kelly TN, Evans MK, Bouchard C, Fox ER, Kooperberg C, Zhu X, Lakka TA, Esko T, North KE,
Deary |J, Snieder H, Penninx BWJH, Gauderman WJ, Rao DC, Redline S, van Heemst D. Multi-
ancestry genome-wide gene-sleep interactions identify novel loci for blood pressure. Mol
Psychiatry. 2021 Apr 15. doi:10.1038/s41380-021-01087-0. Epub ahead of print. PMID:
33859359.

454. Natarajan P, Pampana A, Graham SE, Ruotsalainen SE, Perry JA, de Vries PS, Broome
JG, Pirruccello JP, Honigberg MC, Aragam K, Wolford B, Brody JA, McGarvey ST, Mitchell BD,
Nickerson DA, North KE, Palotie A, Park CJ, Psaty BM, Rao DC, Redline S, Reiner AP, Seo D,
Seo JS, Smith AV, Tracy RP, Vasan RS, Kathiresan S, Cupples LA, Rotter JI, Morrison AC, Rich
SS, Ripatti S, Willer C; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium;
FinnGen, Peloso GM. Chromosome Xq23 is associated with lower atherogenic lipid
concentrations and favorable cardiometabolic indices. Nat Commun. 2021 Apr 12;12(1):2182.
doi: 10.1038/s41467-021-22339-1. PMID: 33846329; PMCID: PMC8042019.

453. *Graff M, Justice AE, Young KL, Marouli E, Zhang X, Fine RS, Lim E, Buchanan V, Rand K,
Feitosa MF, Wojczynski MK, Yanek LR, Shao Y, Rohde R, Adeyemo AA, Aldrich MC, Allison MA,
Ambrosone CB, ...... Psaty BM, Borecki IB, Cupples LA, Liu CT, Haiman CA, Loos R, Ng MCY,
North, KE. Discovery and fine-mapping of height loci via high-density imputation of GWASSs in
individuals of African ancestry. Am J Hum Genet. 2021 Apr 1;108(4):564-582. doi:
10.1016/j.ajhg.2021.02.011. Epub 2021 Mar 12. PMID: 33713608; PMCID: PMC8059339.

452. THou R, Cole SA, Graff M, Wang Y, Haack K, Laston S, Mehta NR, Shypailo RJ, Gourlay
ML, Comuzzie AG, North KE, Butte NF, Voruganti VS. Genetic variants and physical activity
interact to affect bone density in Hispanic children. BMC Pediatr. 2021 Feb 15;21(1):79. doi:
10.1186/s12887-021-02537-y. PMID: 33588791; PMCID: PMC7883422.

451. Taliun D, Harris DN, Kessler MD, Carlson J, Szpiech ZA, Torres R, Taliun SAG, Corvelo A,
Gogarten SM, Kang HM, Pitsillides AN, LeFaive J, Lee SB, Tian X, ..... Natarajan P, Nelson SC,
North KE, O'Connell JR, Palmer ND, Pankratz N, Peloso GM, Peyser PA, Pleiness J, Post WS,
Psaty BM, Rao DC, Redline S, Reiner AP, Roden D, Rotter JI, Ruczinski I, Sarnowski C,
Schoenherr S, Schwartz DA, Seo JS, Seshadri S, Sheehan VA, Sheu WH, Shoemaker MB, Smith
NL, Smith JA, Sotoodehnia N, Stilp AM, Tang W, Taylor KD, Telen M, Thornton TA, Tracy RP,
Van Den Berg DJ, Vasan RS, Viaud-Martinez KA, Vrieze S, Weeks DE, Weir BS, Weiss ST,
Weng LC, Willer CJ, Zhang Y, Zhao X, Arnett DK, Ashley-Koch AE, Barnes KC, Boerwinkle E,
Gabriel S, Gibbs R, Rice KM, Rich SS, Silverman EK, Qasba P, Gan W; NHLBI Trans- Omics for
Precision Medicine (TOPMed) Consortium, Papanicolaou GJ, Nickerson DA, Browning SR, Zody
MC, Zdllner S, Wilson JG, Cupples LA, Laurie CC, Jaquish CE, Hernandez RD, O'Connor TD,
Abecasis GR. Sequencing of 53,831 diverse genomes from the NHLBI TOPMed Program.
Nature. 2021 Feb;590(7845):290-299. doi: 10.1038/s41586-021-03205-y. Epub 2021 Feb 10.
PMID: 33568819; PMCID: PMC7875770.

450. Yu Z, Grams ME, Ndumele CE, Wagenknecht L, Boerwinkle E, North, KE, Rebholz CM,
Giovannucci EL, Coresh J. Association Between Midlife Obesity and Kidney Function
Trajectories: The Atherosclerosis Risk in Communities (ARIC) Study. Am J Kidney Dis. 2021
Mar;77(3):376-385. doi: 10.1053/j.ajkd.2020.07.025. Epub 2020 Sep 24. PMID: 32979415;
PMCID: PMC7904650.

2020
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449. T* Buchanan VL, Wang Y, Blanco E, Graff M, Albala C, Burrows R, Santos JL, Angel B,
Lozoff B, Voruganti VS, Guo X, Taylor KD, Chen YI, Yao J, Tan J, Downie C, Highland HM,
Justice AE, Gahagan S, North KE. Genome-wide association study identifying novel variant for
fasting insulin and allelic heterogeneity in known glycemic loci in Chilean adolescents: The
Santiago Longitudinal Study. Pediatr Obes. 2020 Dec 30:€12765. doi: 10.1111/ijp0.12765. Epub
ahead of print. PMID: 33381925.

448. Bick, AG, Weinstock JS, Nandakumar SK, Fulco CP, Bao EL, Zekavat SM, Szeto MD, Liao
X, Leventhal MJ, Nasser J, Chang K, Laurie C, Burugula BB, Gibson CJ, Lin AE, Taub MA, Aguet
F, Ardlie K, Mitchell BD, Barnes KC, Moscati A, Fornage M, Redline S, Psaty BM, Silverman EK,
Weiss ST, Palmer ND, Vasan RS, Burchard EG, Kardia SLR, He J, Kaplan RC, Smith NL, Arnett
DK, Schwartz DA, Correa A, de Andrade M, Guo X, Konkle BA, Custer B, Peralta JM, Gui H,
Meyers DA, McGarvey ST, Chen |Y, Shoemaker MB, Peyser PA, Broome JG, Gogarten SM,
Wang FF, Wong Q, Montasser ME, Daya M, Kenny EE, North KE, Auer PL, Kooperberg C, Laurie
CC, Blackwell TW, Smith AV, Zhao H, Lange E, Lange L, Rich SS, Rotter JI, Wilson JG, Scheet
P, Kitzman JO, Lander ES, Engreitz JM, Ebert BL, Reiner AP, Jaiswal S, Abecasis G, Sankaran
VG, Kathiresan S, and Natarajan P (2020). "Inherited causes of clonal haematopoiesis in 97,691
whole genomes." Nature 586(7831): 763-768.

447. Cirelli T, R. Nepomuceno SRP. Orrico C, Rossa R Jr, Cirelli JA, North, KE, Graff M, Barros
SP, Scarel-Caminaga RM (2020). "Validation in a Brazilian population of gene markers of
periodontitis previously investigated by GWAS and bioinformatic studies." J Periodontol. 2020
Sep 9. doi: 10.1002/JPER.20-0126. Online ahead of print. PMID: 32909266

446. *Divaris K, Slade GD, Ferreira Zandona AG, Preisser JS, Ginnis J, Simancas-Pallares MA,
Agler CS, Shrestha P, Karhade DS, Ribeiro AA, Cho H, Gu Y, Meyer BD, Joshi AR, Azcarate-
Peril MA, Basta PV, Wu D, North KE (2020). "Cohort Profile: ZOE 2.0-A Community-Based
Genetic Epidemiologic Study of Early Childhood Oral Health." Int J Environ Res Public Health
17(21).

445, Erzurumluoglu, A. M., M. Liu, V. E. Jackson, D. R. Barnes, G. Datta, C. A. Melbourne, R.
Young, C. Batini, P. Surendran, T. Jiang, S. D. Adnan, S. Afaq, A. Agrawal, E. Altmaier, A. C.
Antoniou, F. W. Asselbergs,....... , North KE, M. Perola, P. D. P. Pharoah, G. Pistis, T. J.
Polderman, D. Posthuma, N. Poulter, B. Qaiser, A. Rasheed, A. Reiner, F. Renstrom, J. Rice, R.
Rohde, O. Rolandsson, N. J. Samani, M. Samuel, ...... E. Zeggini, D. Saleheen, A. S. Butterworth,
L. V. Wain, G. R. Abecasis, J. Danesh, M. D. Tobin, S. Vrieze, D. J. Liu and J. M. M. Howson
(2020). "Meta-analysis of up to 622,409 individuals identifies 40 novel smoking behaviour
associated genetic loci." Mol Psychiatry 25(10): 2392-2409.

444, Feofanova, EV, Chen H., Dai Y, Jia P, Grove ML, Morrison AC, Qi Q, Daviglus M, Cai J,
North KE, Laurie CC, Kaplan RC, Boerwinkle E and Yu B (2020). "A Genome-wide Association
Study Discovers 46 Loci of the Human Metabolome in the Hispanic Community Health
Study/Study of Latinos." Am J Hum Genet 107(5): 849-863.

443. ™Hou, R., S. A. Cole, M. Graff, K. Haack, S. Laston, A. G. Comuzzie, N. R. Mehta, K. Ryan,
D. L. Cousminer, B. S. Zemel, S. F. A. Grant, B. D. Mitchell, R. J. Shypailo, M. L. Gourlay, North
KE, N. F. Butte and V. S. Voruganti (2020). "Genetic variants affecting bone mineral density and
bone mineral content at multiple skeletal sites in Hispanic children." Bone 132: 115175
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7-like 2 (TCF7L2) polymorphism and context-specific risk of type 2 diabetes in African American
and Caucasian adults: the Atherosclerosis Risk in Communities study. Diabetes, 2009. 58(1): p.
285-9.
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Genome-wide linkage scan for plasma high density lipoprotein cholesterol, apolipoprotein A-1
and triglyceride variation among American Indian populations: the Strong Heart Family Study. J
Med Genet, 2009. 46(7): p. 472-9.
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59. North, K.E., J.J. Carr, |.B. Borecki, A. Kraja, M. Province, J.S. Pankow, J.B. Wilk, J.E.
Hixson, and G. Heiss, QTL-specific genotype-by-smoking interaction and burden of calcified
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Culverhouse, L.A. Cupples, E.W. Daw, J. Dupuis, C.T. Falk, S. Ghosh, K.A. Goddard, E.L. Goode,
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Biostatistics, 2006. 7(3): p. 486-502.

47. Tang, W., D.K. Arnett, M.A. Province, C.E. Lewis, North, K.E., J.J. Carr, J.S. Pankow,
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