CURRICULUM VITAE
Lori A. Sadler Sullivan, Ph.D.

February 28, 2025
Business Address

Human Genetics Center, School of Public Health

The University of Texas - Houston, Health Science Center (UTHealth)
P.O. Box 20186

Houston, TX 77225

Phone: 713-500-9819 FAX: 713-500-0900

email: Lori.S.Sullivan@uth.tmc.edu

Personal
Date of birth: February 6, 1963. Citizenship: USA.
Education

e B.A. May 1984, Johns Hopkins University, Baltimore, Maryland. Major: Biology

e Ph.D. June 1990, Biology Department, University of California, Los Angeles
Research Specialization: Molecular evolution
Thesis Advisor: Clifford F. Brunk, Ph.D.

e Postdoctoral Fellow, University of Texas Health Science Center - Houston, June 1990-April
1991. Sponsor: Wen-Hsiung Li, Ph.D.

e Postdoctoral Fellow, University of Texas Health Science Center - Houston, April 1991-Jan.
1995. Sponsor: Stephen P. Daiger, Ph.D.

Employment

e Laboratory Technician, Johns Hopkins School of Hygiene and Public Health, Division of
Biophysics, 1984.

e Research Associate, Department of Biology, University of California, Los Angeles, 1984-1990.

e Assistant Professor of Biological Sciences, Human Genetics Center, University of Texas -
Houston School of Public Health, 1995 to 2003.

e Laboratory Supervisor, Laboratory for the Molecular Diagnosis of Inherited Eye Disease,
University of Texas — Houston, CLIA ID#45D0935007, 1996 to 2020.

e Faculty Associate, Human Genetics Center, University of Texas - Houston School of Public
Health, Sept. 2003 to present.

Consulting

e AGTC (Applied Genetics Technology Corporation), 2019 - 2022
e ADMT (4D Molecular Therapeutics), 2021 - present



Honors and Professional Activities

e NIH Predoctoral Fellowship in Genetics and Regulatory Mechanisms, 1986-1989 (USPHS-GM
Research Service Award).

e NIH Postdoctoral Fellowship, 1992-1994, "Candidate Genes for Retinal Degeneration on
Chromosome 8".

e Chair, UT-Houston Committee on the Status of Women, 1999-2000.

e Coordinator, Clinical Genome Resource (ClinGen) Leber Congenital Amaurosis/ early onset
Retinal Dystrophy Variant Curation Expert Panel, 2022 — present

e Member, Clinical Genome Resource (ClinGen) Retina Gene Curation Expert Panel, 2021 -
present

e Member, Clinical Genome Resource (ClinGen) X-linked Inherited Retinal Disease Variant
Curation Expert Panel, 2021 — present

e Member, Clinical Genome Resource (ClinGen) Education, Coordination and Training Working
Group, 2022-present

e Member, NIH/NEI eyeGENE Expert Panel, 2024 — present

e Member, Clinical Genome Resource (ClinGen) Maculopathy Variant Curation Expert Panel,
2024 — present

Professional Memberships

e American Society of Human Genetics since 1993.
e Association for Research in Vision and Ophthalmology since 1991.
e University of Texas Association of Women Faculty 1993-1998.

Recent Major Research Support

Agency, title, period: National Eye Institute, NIH, “DNA Linkage Studies of Degenerative Retinal
Diseases with Supplement”, 09/15/2008 - 08/31/2018

Pl and role: Dr. Sullivan, Coinvestigator, (Dr. S.P. Daiger, Pl)

Description: This project involves analysis of a large adRP cohort to identify genes and mutations
causing autosomal dominant retinitis pigmentosa using classic methods such as linkage analysis
as well as modern methods such as next-generation DNA sequencing.

Agency, title, period: National Eye Institute, NIH, “EyeGENE National Ophthalmic Disease
Genotyping Network, Houston Subcontract”, 10/01/2007 - 10/31/2018

Pl and role: Dr. Sullivan, Coinvestigator, (Dr. S.P. Daiger, Pl)

Description: This subcontract provides support for DNA testing of samples from patients with
autosomal dominant retinitis pigmentosa and related diseases, as part of the national EyeGENE
Consortium.

Agency, title, period: Foundation Fighting Blindness, “Identification of the Remaining Genes and
Mutations Causing Autosomal Dominant Retinitis Pigmentosa (adRP)”, 12/1/2018-11/30/2023
Pl and role: Dr. Sullivan, Coinvestigator, (Dr. S.P. Daiger, PI)




Description: In prior research supported by the Foundation Fighting Blindness we have enrolled
and collected blood samples from over 1,500 families with a clinical diagnosis of adRP. This
project focuses on families in which mutations have not yet been found and involves
collaboration with several other laboratories using novel bioinformatic and laboratory
approaches to disease gene identification.

Agency, title, period: Foundation Fighting Blindness, “Registry of IRD-associated variants and
cases”, 01/01/2020-12/31/2022

Pl and role: Dr. Sullivan, Curator adRP (Dr. Johan T. den Dunnen Dr.. Frans P.M. Cremers, Pls)
Description: This project is to collect, assess and register non-syndromic IRD, Bardet Bied|!
and Usher syndrome associated variants, phenotypes and cases in gene specific LOVDs.

Agency, title, period: Regents of the University of California-San Francisco (RUCSF)/Fogarty
International Center/NIH/National Eye Institute, “Expert curation of clinically significant variants
in genes for early onset retinal degeneration”, Houston Consortium, 07/01/2022-05/31/2025

Pl and role: Dr. Sullivan, Pl Houston Consortium (Dr. Jacque Duncan, PI, UCSF)

Description: This project is to continue the process of establishing a variant curation expert panel
(VCEP) within the NIH-sponsored Clinical Genome Resource (ClinGen), to curate genetic variants
in genes associated with LCA and other early-onset retinal diseases. Curated variants will be
entered in the ClinVar public database and will enable accurate, consistent, high quality
interpretation of genetic test results and improve patient care.

Agency, title, period: Foundation Fighting Blindness, “Management and Curation of the RetNet
database”, 6/15/2024 — 6/14/2027.

Pl and role: Dr. Sullivan, Curator

Description: This project will update, curate, and manage the “RetNet” database, a resource for
the international IRD research community. RetNet has tracked new and updated gene
discoveries in the IRD field since 1990 and is now part of the Foundation Fighting Blindness.
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