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Research Interests

Molecular genetics laboratory techniques, genotyping, biobanking, epigenetics, metabolomics, multi-omics,
genetic epidemiology, cardiovascular disease epidemiology, gene-environment interaction

Education

Master of Science in Human and Molecular Genetics December 2006
Thesis: “Gene-environment interaction in the Atherosclerosis Risk in Communities (ARIC) study”
Advisor: Eric Boerwinkle, PhD
The University of Texas Health Science Center at Houston Graduate School of Biomedical Sciences,
Houston, TX

Bachelor of Science in Biology/Magna Cum Laude May 1997
Stephen F. Austin State University, Nacogdoches, TX

High School Honors Graduate/Salutatorian May 1993
Santa Fe High School, Santa Fe, TX

Professional Positions

Sept 2018 to present Faculty Associate, Associate Director — Human Genetics Center Laboratory; Human
Genetics Center, Department of Epidemiology, Human Genetics and Environmental
Sciences, School of Public Health, The University of Texas Health Science Center at
Houston, Houston, TX

Dec 2016 to Aug 2018 Principal Laboratory Specialist, Associate Director — Human Genetics Center
Laboratory; Human Genetics Center, Department of Epidemiology, Human Genetics
and Environmental Sciences, School of Public Health, The University of Texas Health
Science Center at Houston, Houston, TX

Aug 2014 to Nov 2016 Program Manager - Research, Human Genetics Center, School of Public Health, The
University of Texas Health Science Center at Houston, Houston, TX



June 2010 to July 2014

May 2002 to May 2010

Oct 2000 to April 2002

Sept 1997 to Sept 2000

June 1997 to Aug 1997

Research Coordinator I, Human Genetics Center, School of Public Health, The
University of Texas Health Science Center at Houston, Houston, TX

Research Associate, Human Genetics Center, School of Public Health, The University of
Texas Health Science Center at Houston, Houston, TX

Senior Research Assistant, Human Genetics Center, School of Public Health, The
University of Texas Health Science Center at Houston, Houston, TX

Research Assistant |, The Center for Human Genetics, Institute of Molecular Medicine,
The University of Texas Health Science Center at Houston, Houston, TX

Grant Hire, Office of Education Access and Equity, Summer Research Program, The
University of Texas Health Science Center at Houston, Houston, TX

Awards and Honors

Best Poster Award for “Interaction of immune-related genetic polymorphisms and breastfeeding
duration with Helicobacter pylori prevalence: the Pasitos Cohort Study,” Presented by DNA Genotek at
the American Society of Human Genetics — October 2014

Golden Tiger Award for CHARGE Consortium Exome Chip Contribution — December 2012

Alpha Chi National Honor Society — August 1995 to May 1997

Beta Beta Beta National Honor Society — Secretary, August 1995 to May 1997

Frances Hazel Ross Pre-Med Scholarship, Stephen F. Austin State University — August 1995 to May 1996
Who’s Who Among Students in American Colleges and Universities — August 1995 to May 1996

Ralph W. Steen Scholarship — August 1996 to May 1997

Welch Foundation Grant for “Complex Binding of Metals with Thiadiazoles” — August 1994 to May 1995

American Business Women’s Association Scholarship — August 1993 to 1996

Committees and Activities

NIH Collaborative Studies and Consortia

2022-present
2022-present
2018-present
2018-present
2017-present
2015-present
2015-present
2012-present
2011-present
2009-2012

2009-present
2009-2021

2007-2010

2006-2011

NHLBI Trans-Omics for Precision Medicine (TOPMed) Program Epigenetics Working Group
DSHS Sample Workflow Committee

Member, University of Texas System Health Biobank Governing Committee
Member, ARIC Operations Committee

Member, ARIC Laboratory Committee

NHGRI Center for Disease Genomics (CCDG) Program

NHLBI Trans-Omics for Precision Medicine (TOPMed) Program

Member, CHARGE Epigenetics Working Group

Member, ARIC Epigenetics Working Group

NHLBI Exome Sequencing Project (ESP)

Cohorts of Heart and Aging Genomic Epidemiology (CHARGE) Consortium

NIH Fogarty International Center Epidemiological Research in Jamaica (ERAJ) Study
NHGRI Gene, Environment Association Studies (GENEVA) Consortium

NHLBI Candidate Gene Association Resource (CARe)



2006-2009 NHLBI SNP Typing for Association with Multiple Phenotypes from Existing Epidemiologic Data
(STAMPEED)

2005-2016 Pharmacogenomic Evaluation of Antihypertensive Responses (PEAR) Study

2001-present Texas Medical Center (TexGen) Study

2000-2014 NHLBI Genetics of Hypertension Associated Treatments (GenHAT) Study

2000-2013 Genetic Epidemiology of Responses to Antihypertensives (GERA) Study

1997-present  NHLBI Rochester Family Heart Study (RFHS)

1997-present  NHLBI Family Blood Pressure Program (FBPP); Genetic Epidemiology Network of Arteriopathy
(GENOA)

1997-present NHLBI Atherosclerosis Risk in Communities (ARIC) Study

Professional Memberships
2013-present Member, American Society of Human Genetics

University and School Activities

2020-2023 COVID-19 vaccination security, storage and temperature monitoring subgroup

2020-2021 UT Supply Chain Alliance CORE RFP Committee

2017-2020 University of Texas System Health Biobank standard policies, processes, and procedures (SO3P)
workgroup member

2016 School of Public Health 100% Exhaust vs Recirculation Subcommittee

2012 School of Public Health Flood Mitigation Project Committee

2012-present Tours and demonstrations in cooperation with various UTHealth offices for philanthropic
purposes

2011 UT System Supply Chain Alliance, Strategic Sourcing Team

2009 Environmental, Health and Safety Laboratory Risk Assessment and Loss Prevention Project

2002-present Lead Manager and Coordinator, School of Public Health Rees Scientific Freezer Monitoring
System
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News Releases. Johns Hopkins Medicine. December 16, 2014. “Amount of Mitochondrial DNA Predicts Frailty
and Mortality.”
http://www.hopkinsmedicine.org/news/media/releases/amount of mitochondrial dna predicts frailty and

mortality
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Pioneers magazine. UTHealth School of Public Health. Spring 2015. “Searching for answers about Alzheimer’s.’
Available online at https://sph.uth.edu/about-us/Pioneers-magazine/

Science Daily. September 21, 2016. “Smoking has a very broad, long-lasting impact on the human genome.”
Available online at https://www.sciencedaily.com/releases/2016/09/160921215106.htm

UTSystem News. Friday, February 3, 2017. “New UT System Health Biobank to advance scientific discovery.”
Available online at http://www.utsystem.edu/news/2017/02/03/new-ut-system-health-biobank-advance-
scientific-discovery

The Insider. UTHealth. February 10, 2017. “UTHealth awarded $3.5 million to develop UT System Health Biobank
initiative.” Available online at https://inside.uth.edu/inside/story.htm?id=4897113b-2b6e-48dc-97d4-
21496f3f75dd&utm source=UTHealth+Insider%3A+Feb.+22%2C+2017&utm campaign=Feb.+22&utm medium
=email
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UTHealth Cizik School of Nursing. School of Nursing Newsroom. “New biobank network based at School of
Nursing will expedite discoveries.” Available online at
https://nursing.uth.edu/news/detail.htm?id=f5919077-0d25-422a-b398-f07132b0bbd8

Peer Review
2014

Reviewer, Nature Protocols

Teaching and Training Experience

May 2023-present Mentor, Graduate Research Assistant, Fernique Pinder, The University of Texas Health

Science Center at Houston, School of Public Health

Dec 2022-present Mentor, Graduate Research Assistant, Abena Agyei, The University of Texas Health Science

Jun-Aug 2022
Dec-Jan 2018
July-Dec 2017
Summer 2017

April 2011
Summer 2006

Presentations
Dec 2017
July 2017
Sept 2016
Sept 2013
Dec 2012
Oct 2012
Sept 2012
Sept 2012
May 2012
Sept 2011
Oct 2010

July 2004

Center at Houston, School of Public Health

Co-Mentor, Visiting Scholar, Benjamin Black, The University of Tulsa

Mentor, Visiting Student, Nathan Zheng, Cornell University

Mentor, Visiting Student, Edward Ni, Rice University

Co-Mentor, Pablo Arenaz lll, BUILDing SCHOLARS Peer Mentoring Program, The University of
Texas at El Paso

Trainer, ARIC Visit 5 Examination Laboratory Methods

Guest Lecturer, PH2780, Applied Genetic Methods in Public Health

Houston Baptist University-Under the Microscope Seminar Series, Houston, TX, “Applied
Laboratory Methods in Multi-Omic Studies”

NHLBI Trans-Omics for Precision Medicine (TOPMed) Site Visit, Houston, TX, “TOPMed
Centralized Omics Resource (CORE) Task 3 — Genome-wide DNA Methylation”

NHLBI Trans-Omics for Precision Medicine (TOPMed) Site Visit, Houston, TX, “TOPMed
Centralized Omics Resource (CORE) Task 3 — Genome-wide DNA Methylation”

CHARGE Consortium/GIANT Collaborative Meeting, “CHARGE Exome Chip Annotation”
CHARGE Consortium Meeting, Houston, TX, “CHARGE Exome Chip Data Distribution”

ARIC Steering Committee Meeting, Houston, TX, “ARIC DNA Lab Update”

CHARGE Consortium Analysis Workshop, Boston, MA, “CHARGE Exome Chip Overview, Joint
Calling and QC”

MESA Steering Committee Meeting, Silver Spring, MD, “CHARGE Exome Chip Genotyping
Project”

CHARGE Consortium Meeting, “CHARGE Exome Chip Update”

ARIC Steering Committee Meeting, Houston, TX, “ARIC DNA Lab Update”

Sequenom User Group Meeting, Foster City, CA, “Gene x Physical Activity Interaction: Is it in
your jeans?”

ARIC Steering Committee Meeting, Houston, TX, “Whole Genome Amplification: Easy as Phi”
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Battle SL, Puiu D; TOPMed mtDNA Working Group, Verlouw J, Broer L, Boerwinkle E, Taylor KD, Rotter JI,
Rich SS, Grove ML, Pankratz N, Fetterman JL, Liu C, Arking DE. A bioinformatics pipeline for estimating
mitochondrial DNA copy number and heteroplasmy levels from whole genome sequencing data. 2022
May 17;4(2):l1gac034. doi: 10.1093/nargab/lgac034. eCollection 2022 Jun. PMID: 35591888

Rahbar MH, Samms-Vaughan M, Zhao Y, Saroukhani S, Zaman SF, Bressler J, Hessabi M, Grove ML,
Shakspeare-Pellington S, Loveland KA. Additive and Interactive Associations of Environmental and
Sociodemographic Factors with the Genotypes of Three Glutathione S-Transferase Genes in Relation to
the Blood Arsenic Concentrations of Children in Jamaica. Int J Environ Res Public Health. 2022 Jan
1;19(1):466. doi: 10.3390/ijerph19010466. PMID: 35010728

Longchamps RJ, Yang SY, Castellani CA, Shi W, Lane J, Grove ML, Bartz TM, Sarnowski C, Liu C, Burrows
K, Guyatt AL, Gaunt TR, Kacprowski T, Yang J, De Jager PL, Yu L, Bergman A, Xia R, Fornage M, Feitosa
MF, Wojczynski MK, Kraja AT, Province MA, Amin N, Rivadeneira F, Tiemeier H, Uitterlinden AG, Broer L,
Van Meurs JBJ, Van Duijn CM, Raffield LM, Lange L, Rich SS, Lemaitre RN, Goodarzi MO, Sitlani CM, Mak
ACY, Bennett DA, Rodriguez S, Murabito JM, Lunetta KL, Sotoodehnia N, Atzmon G, Ye K, Barzilai N,
Brody JA, Psaty BM, Taylor KD, Rotter JI, Boerwinkle E, Pankratz N, Arking DE. Genome-wide analysis of
mitochondrial DNA copy number reveals loci implicated in nucleotide metabolism, platelet activation,
and megakaryocyte proliferation. Hum Genet. 2022 Jan;141(1):127-146. doi: 10.1007/s00439-021-
02394-w. Epub 2021 Dec 2. PMID: 34859289



2021

13.

14.

15.

16.

Wang P, Castellani CA, Yao J, Huan T, Bielak LF, Zhao W, Haessler J, Roby J, Sun X, Guo X, Longchamps RJ,
Manson JE, Grove ML, Bressler J, Taylor KD, Lappalainen T, Kasela S, Van Den Berg DJ, Hou L, Reiner A,
Liu Y, Boerwinkle E, Smith JA, Peyser PA, Fornage M, Rich SS, Rotter JI, Kooperberg C, Arking DE, Levy D,
Liu C; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium. Epigenome-wide association
study of mitochondrial genome copy number. Hum Mol Genet. 2021 Dec 27;31(2):309-319. doi:
10.1093/hmg/ddab240. PMID: 34415308

Bressler J, Davies G, Smith AV, Saba Y, Bis JC, Jian X, Hayward C, Yanek L, Smith JA, Mirza SS, Wang R,
Adams HHH, Becker D, Boerwinkle E, Campbell A, Cox SR, Eiriksdottir G, Fawns-Ritchie C, Gottesman RF,
Grove ML, Guo X, Hofer E, Kardia SLR, Knol MJ, Koini M, Lopez OL, Marioni RE, Nyquist P, Pattie A,
Polasek O, Porteous DJ, Rudan I, Satizabal CL, Schmidt H, Schmidt R, Sidney S, Simino J, Smith BH, Turner
ST, van der Lee SJ, Ware EB, Whitmer RA, Yaffe K, Yang Q, Zhao W, Gudnason V, Launer LJ, Fitzpatrick
AL, Psaty BM, Fornage M, Arfan Ikram M, van Duijn CM, Seshadri S, Mosley TH, Deary ). Association of
low-frequency and rare coding variants with information processing speed. Transl Psychiatry. 2021 Dec
4;11(1):613. doi: 10.1038/s41398-021-01736-6. PMID: 34864818. Correction: Transl Psychiatry. 2022
Mar 1;12(1):88. doi: 10.1038/s41398-022-01852-x. PMID: 35232957 ***

Schlosser P, Tin A, Matias-Garcia PR, Thio CHL, Joehanes R, Liu H, Weihs A, Yu Z, Hoppmann A,
Grundner-Culemann F, Min JL, Adeyemo AA, Agyemang C, Arnlév J, Aziz NA, Baccarelli A, Bochud M,
Brenner H, Breteler MMB, Carmeli C, Chaker L, Chambers JC, Cole SA, Coresh J, Corre T, Correa A, Cox
SR, de Klein N, Delgado GE, Domingo-Relloso A, Eckardt KU, Ekici AB, Endlich K, Evans KL, Floyd JS,
Fornage M, Franke L, Fraszczyk E, Gao X, Gao X, Ghanbari M, Ghasemi S, Gieger C, Greenland P, Grove
ML, Harris SE, Hemani G, Henneman P, Herder C, Horvath S, Hou L, Hurme MA, Hwang SJ, Jarvelin MR,
Kardia SLR, Kasela S, Kleber ME, Koenig W, Kooner JS, Kramer H, Kronenberg F, Kiihnel B, Lehtimaki T,
Lind L, Liu D, Liu Y, Lloyd-Jones DM, Lohman K, Lorkowski S, Lu AT, Marioni RE, Marz W, McCartney DL,
Meeks KAC, Milani L, Mishra PP, Nauck M, Navas-Acien A, Nowak C, Peters A, Prokisch H, Psaty BM,
Raitakari OT, Ratliff SM, Reiner AP, Rosas SE, Schottker B, Schwartz J, Sedaghat S, Smith JA, Sotoodehnia
N, Stocker HR, Stringhini S, Sundstrom J, Swenson BR, Tellez-Plaza M, van Meurs JBJ, van Vliet-
Ostaptchouk JV, Venema A, Verweij N, Walker RM, Wielscher M, Winkelmann J, Wolffenbuttel BHR,
Zhao W, Zheng Y; Estonian Biobank Research Team; Genetics of DNA Methylation Consortium, Loh M,
Snieder H, Levy D, Waldenberger M, Susztak K, Kéttgen A, Teumer A. Meta-analyses identify DNA
methylation associated with kidney function and damage. Nat Commun. 2021 Dec 9;12(1):7174. doi:
10.1038/s41467-021-27234-3. PMID: 34887417

Tin A, Schlosser P, Matias-Garcia PR, Thio CHL, Joehanes R, Liu H, Yu Z, Weihs A, Hoppmann A,
Grundner-Culemann F, Min JL, Kuhns VLH, Adeyemo AA, Agyemang C, Arnlév J, Aziz NA, Baccarelli A,
Bochud M, Brenner H, Bressler J, Breteler MMB, Carmeli C, Chaker L, Coresh J, Corre T, Correa A, Cox SR,
Delgado GE, Eckardt KU, Ekici AB, Endlich K, Floyd JS, Fraszczyk E, Gao X, Gao X, Gelber AC, Ghanbari M,
Ghasemi S, Gieger C, Greenland P, Grove ML, Harris SE, Hemani G, Henneman P, Herder C, Horvath S,
Hou L, Hurme MA, Hwang SJ, Kardia SLR, Kasela S, Kleber ME, Koenig W, Kooner JS, Kronenberg F,
Kihnel B, Ladd-Acosta C, Lehtimaki T, Lind L, Liu D, Lloyd-Jones DM, Lorkowski S, Lu AT, Marioni RE,
Marz W, McCartney DL, Meeks KAC, Milani L, Mishra PP, Nauck M, Nowak C, Peters A, Prokisch H, Psaty
BM, Raitakari OT, Ratliff SM, Reiner AP, Schottker B, Schwartz J, Sedaghat S, Smith JA, Sotoodehnia N,
Stocker HR, Stringhini S, Sundstrom J, Swenson BR, van Meurs JBJ, van Vliet-Ostaptchouk JV, Venema A,
Volker U, Winkelmann J, Wolffenbuttel BHR, Zhao W, Zheng Y; Estonian Biobank Research Team;



17.

18.

19.

20.

21.

22.

Genetics of DNA Methylation Consortium, Loh M, Snieder H, Waldenberger M, Levy D, Akilesh S,
Woodward OM, Susztak K, Teumer A, Kéttgen A. Epigenome-wide association study of serum urate
reveals insights into urate co-regulation and the SLC2A9 locus. Nat Commun. 2021 Dec 9;12(1):7173.
doi: 10.1038/541467-021-27198-4. PMID: 34887389

Stilp AM, Emery LS, Broome JG, Buth EJ, Khan AT, Laurie CA, Wang FF, Wong Q, Chen D, D'Augustine CM,
Heard-Costa NL, Hohensee CR, Johnson WC, Juarez LD, Liu J, Mutalik KM, Raffield LM, Wiggins KL, de
Vries PS, Kelly TN, Kooperberg C, Natarajan P, Peloso GM, Peyser PA, Reiner AP, Arnett DK, Aslibekyan S,
Barnes KC, Bielak LF, Bis JC, Cade BE, Chen MH, Correa A, Cupples LA, de Andrade M, Ellinor PT, Fornage
M, Franceschini N, Gan W, Ganesh SK, Graffelman J, Grove ML, Guo X, Hawley NL, Hsu WL, Jackson RD,
Jaquish CE, Johnson AD, Kardia SLR, Kelly S, Lee J, Mathias RA, McGarvey ST, Mitchell BD, Montasser ME,
Morrison AC, North KE, Nouraie SM, Oelsner EC, Pankratz N, Rich SS, Rotter JI, Smith JA, Taylor KD,
Vasan RS, Weeks DE, Weiss ST, Wilson CG, Yanek LR, Psaty BM, Heckbert SR, Laurie CC. A System for
Phenotype Harmonization in the National Heart, Lung, and Blood Institute Trans-Omics for Precision
Medicine (TOPMed) Program. Am J Epidemiol. 2021 Oct 1;190(10):1977-1992. doi:
10.1093/aje/kwab115. PMID: 33861317. Preprint: bioRxiv, 2020.06. 18.146423

Liu X, Longchamps RJ, Wiggins KL, Raffield LM, Bielak LF, Zhao W, Pitsillides A, Blackwell TW, Yao J, Guo
X, Kurniansyah N, Thyagarajan B, Pankratz N, Rich SS, Taylor KD, Peyser PA, Heckbert SR, Seshadri S,
Cupples LA, Boerwinkle E, Grove ML, Larson NB, Smith JA, Vasan RS, Sofer T, Fitzpatrick AL, Fornage M,
Ding J, Correa A, Abecasis G, Psaty BM, Wilson JG, Levy D, Rotter JI, Bis JC; TOPMed mtDNA Working
Group in NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, Satizabal CL, Arking DE, Liu
C. Association of mitochondrial DNA copy number with cardiometabolic diseases. Cell Genom. 2021 Oct
13;1(1):100006. doi: 10.1016/j.xgen.2021.100006. PMID: 35036986

Damotte V, van der Lee SJ, Chouraki V, Grenier-Boley B, Simino J, Adams H, Tosto G, White C, Terzikhan
N, Cruchaga C, Knol MJ, Li S, Schraen S, Grove ML, Satizabal C, Amin N, Berr C, Younkin S; Alzheimer's
Disease Neuroimaging Initiative, Gottesman RF, Buée L, Beiser A, Knopman DS, Uitterlinden A, DeCarli C,
Bressler J, DeStefano A, Dartigues JF, Yang Q, Boerwinkle E, Tzourio C, Fornage M, lkram MA, Amouyel P,
de Jager P, Reitz C, Mosley TH, Lambert JC, Seshadri S, van Duijn CM. Plasma amyloid B levels are driven
by genetic variants near APOE, BACE1, APP, PSEN2: A genome-wide association study in over 12,000
non-demented participants. Alzheimers Dement. 2021 Oct;17(10):1663-1674. doi: 10.1002/alz.12333.
Epub 2021 May 18. PMID: 34002480

Rahbar MH, Samms-Vaughan M, Hessabi M, Bressler J, Gillani S, Grove ML, Shakspeare-Pellington S,
Loveland KA. Correlation between concentrations of four heavy metals in cord blood and childhood
blood of Jamaican children. J Environ Sci Health A Tox Hazard Subst Environ Eng. 2021 Sep 20:1-10. doi:
10.1080/10934529.2021.1973821. Epub 2021 Sep 20. PMID: 34542373

Moll M, Jackson VE, Yu B, Grove ML, London SJ, Gharib SA, Bartz TM, Sitlani CM, Dupuis J, O'Connor GT,
Xu H, Cassano PA, Patchen BK, Kim W/, Park J, Kim KH, Han B, Barr RG, Manichaikul A, Nguyen JN, Rich
SS, Lahousse L, Terzikhan N, Brusselle G, Sakornsakolpat P, Liu J, Benway CJ, Hall IP, Tobin MD, Wain LV,
Silverman EK, Cho MH, Hobbs BD. A systematic analysis of protein-altering exonic variants in chronic
obstructive pulmonary disease. Am J Physiol Lung Cell Mol Physiol. 2021 Jul 1;321(1):L130-L143. doi:
10.1152/ajplung.00009.2021. Epub 2021 Apr 28. PMID: 33909500

Jhun MA, Mendelson M, Wilson R, Gondalia R, Joehanes R, Salfati E, Zhao X, Braun KVE, Do AN, Hedman
Ak, Zhang T, Carnero-Montoro E, Shen J, Bartz TM, Brody JA, Montasser ME, O'Connell JR, Yao C, Xia R,



23.

24.

25.

26.

2020

27.

Boerwinkle E, Grove M, Guan W, Liliane P, Singmann P, Muller-Nurasyid M, Meitinger T, Gieger C, Peters
A, Zhao W, Ware EB, Smith JA, Dhana K, van Meurs J, Uitterlinden A, lkram MA, Ghanbari M, Zhi D,
Gustafsson S, Lind L, Li S, Sun D, Spector TD, Chen YI, Damcott C, Shuldiner AR, Absher DM, Horvath S,
Tsao PS, Kardia S, Psaty BM, Sotoodehnia N, Bell JT, Ingelsson E, Chen W, Dehghan A, Arnett DK,
Waldenberger M, Hou L, Whitsel EA, Baccarelli A, Levy D, Fornage M, Irvin MR, Assimes TL. A multi-
ethnic epigenome-wide association study of leukocyte DNA methylation and blood lipids. Nat Commun.
2021 Jun 28;12(1):3987. doi: 10.1038/s41467-021-23899-y. PMID: 34183656. Publisher Correction: Nat
Commun. 2021 Jul 6;12(1):4256. doi: 10.1038/s41467-021-24600-z. PMID: 34230475***

Rahbar MH, Samms-Vaughan M, Saroukhani S, Lee M, Zhang J, Bressler J, Hessabi M, Shakespeare-
Pellington S, Grove ML, Loveland KA. Interaction of Blood Manganese Concentrations with GSTT1 in
Relation to Autism Spectrum Disorder in Jamaican Children. J Autism Dev Disord. 2021 Jun;51(6):1953-
1965. doi: 10.1007/s10803-020-04677-z. PMID: 32892263

Schunk SJ, Kleber ME, Marz W, Pang S, Zewinger S, Triem S, Ege P, Reichert MC, Krawczyk M, Weber SN,
Jaumann |, Schmit D, Sarakpi T, Wagenpfeil S, Kramann R, Boerwinkle E, Ballantyne CM, Grove ML,
Tragante V, Pilbrow AP, Richards AM, Cameron VA, Doughty RN, Dubé MP, Tardif JC, Feroz-Zada Y, Sun
M, Liu C, Ko YA, Quyyumi AA, Hartiala JA, Tang WHW, Hazen SL, Allayee H, McDonough CW, Gong Y,
Cooper-DeHoff RM, Johnson JA, Scholz M, Teren A, Burkhardt R, Martinsson A, Smith JG, Wallentin L,
James SK, Eriksson N, White H, Held C, Waterworth D, Trompet S, Jukema JW, Ford I, Stott DJ, Sattar N,
Cresci S, Spertus JA, Campbell H, Tierling S, Walter J, Ampofo E, Niemeyer BA, Lipp P, Schunkert H, Bohm
M, Koenig W, Fliser D, Laufs U, Speer T; eQTLGen consortium; BIOS consortium. Genetically determined
NLRP3 inflammasome activation associates with systemic inflammation and cardiovascular mortality.
Eur Heart J. 2021 May 7;42(18):1742-1756. doi: 10.1093/eurheartj/ehab107. PMID: 33748830

Rahbar MH, Samms-Vaughan M, Saroukhani S, Bressler J, Hessabi M, Grove ML, Shakspeare-Pellington
S, Loveland KA, Beecher C, McLaughlin W. Associations of Metabolic Genes (GSTT1, GSTP1, GSTM1) and
Blood Mercury Concentrations Differ in Jamaican Children with and without Autism Spectrum Disorder.
Int J Environ Res Public Health. 2021 Feb 3;18(4):1377. doi: 10.3390/ijerph18041377. PMID: 33546147

Jones G, Trajanoska K, Santanasto AJ, Stringa N, Kuo CL, Atkins JL, Lewis JR, Duong T, Hong S, Biggs ML,
Luan J, Sarnowski C, Lunetta KL, Tanaka T, Wojczynski MK, Cvejkus R, Nethander M, Ghasemi S, Yang J,
Zillikens MC, Walter S, Sicinski K, Kague E, Ackert-Bicknell CL, Arking DE, Windham BG, Boerwinkle E,
Grove ML, Graff M, Spira D, Demuth |, van der Velde N, de Groot LCPGM, Psaty BM, Odden MC, Fohner
AE, Langenberg C, Wareham NJ, Bandinelli S, van Schoor NM, Huisman M, Tan Q, Zmuda J, Mellstrom D,
Karlsson M, Bennett DA, Buchman AS, De Jager PL, Uitterlinden AG, Volker U, Kocher T, Teumer A,
Rodriguéz-Mafias L, Garcia FJ, Carnicero JA, Herd P, Bertram L, Ohlsson C, Murabito JM, Melzer D,
Kuchel GA, Ferrucci L, Karasik D, Rivadeneira F, Kiel DP, Pilling LC. Genome-wide meta-analysis of muscle
weakness identifies 15 susceptibility loci in older men and women. Nat Commun. 2021 Jan 28;12(1):654.
doi: 10.1038/s41467-021-20918-w. PMID: 33510174. Preprint: medRxiv. 2020 May 21, 20100354.

Surendran P, Feofanova EV, Lahrouchi N, Ntalla I, Karthikeyan S, Cook J, Chen L, Mifsud B, Yao C, Kraja
AT, Cartwright JH, Hellwege JN, Giri A, Tragante V, Thorleifsson G, Liu DJ, Prins BP, Stewart ID, Cabrera
CP, Eales JM, Akbarov A, Auer PL, Bielak LF, Bis JC, Braithwaite VS, Brody JA, Daw EW, Warren HR,
Drenos F, Nielsen SF, Faul JD, Fauman EB, Fava C, Ferreira T, Foley CN, Franceschini N, Gao H,
Giannakopoulou O, Giulianini F, Gudbjartsson DF, Guo X, Harris SE, Havulinna AS, Helgadottir A,



28.

29.

Huffman JE, Hwang SJ, Kanoni S, Kontto J, Larson MG, Li-Gao R, Lindstrém J, Lotta LA, Lu Y, Luan J,
Mahajan A, Malerba G, Masca NGD, Mei H, Menni C, Mook-Kanamori DO, Mosen-Ansorena D, Miiller-
Nurasyid M, Paré G, Paul DS, Perola M, Poveda A, Rauramaa R, Richard M, Richardson TG, Sepulveda N,
Sim X, Smith AV, Smith JA, Staley JR, Standkovd A, Sulem P, Thériault S, Thorsteinsdottir U, Trompet S,
Varga TV, Velez Edwards DR, Veronesi G, Weiss S, Willems SM, Yao J, Young R, Yu B, Zhang W, Zhao JH,
Zhao W, Zhao W, Evangelou E, Aeschbacher S, Asllanaj E, Blankenberg S, Bonnycastle LL, Bork-Jensen J,
Brandslund I, Braund PS, Burgess S, Cho K, Christensen C, Connell J, Mutsert R, Dominiczak AF, Dorr M,
Eiriksdottir G, Farmaki AE, Gaziano JM, Grarup N, Grove ML, Hallmans G, Hansen T, Have CT, Heiss G,
Jgrgensen ME, Jousilahti P, Kajantie E, Kamat M, Karajamaki A, Karpe F, Koistinen HA, Kovesdy CP,
Kuulasmaa K, Laatikainen T, Lannfelt L, Lee IT, Lee WJ; LifeLines Cohort Study, Linneberg A, Martin LW,
Moitry M, Nadkarni G, Neville MJ, Palmer CNA, Papanicolaou GJ, Pedersen O, Peters J, Poulter N,
Rasheed A, Rasmussen KL, Rayner NW, Magi R, Renstrom F, Rettig R, Rossouw J, Schreiner PJ, Sever PS,
Sigurdsson EL, Skaaby T, Sun YV, Sundstrom J, Thorgeirsson G, Esko T, Trabetti E, Tsao PS, Tuomi T,
Turner ST, Tzoulaki I, Vaartjes |, Vergnaud AC, Willer CJ, Wilson PWF, Witte DR, Yonova-Doing E, Zhang
H, AliyaN, Almgren P, Amouyel P, Asselbergs FW, Barnes MR, Blakemore Al, Boehnke M, Bots ML,
Bottinger EP, Buring JE, Chambers JC, Chen YI, Chowdhury R, Conen D, Correa A, Davey Smith G, Boer
RA, Deary lJ, Dedoussis G, Deloukas P, Di Angelantonio E, Elliott P; EPIC-CVD; EPIC-InterAct, Felix SB,
Ferrieres J, Ford |, Fornage M, Franks PW, Franks S, Frossard P, Gambaro G, Gaunt TR, Groop L,
Gudnason V, Harris TB, Hayward C, Hennig BJ, Herzig KH, Ingelsson E, Tuomilehto J, Jarvelin MR, Jukema
JW, Kardia SLR, Kee F, Kooner JS, Kooperberg C, Launer LJ, Lind L, Loos RJF, Majumder AAS, Laakso M,
McCarthy MI, Melander O, Mohlke KL, Murray AD, Nordestgaard BG, Orho-Melander M, Packard ClJ,
Padmanabhan S, Palmas W, Polasek O, Porteous DJ, Prentice AM, Province MA, Relton CL, Rice K, Ridker
PM, Rolandsson O, Rosendaal FR, Rotter JI, Rudan I, Salomaa V, Samani NJ, Sattar N, Sheu WH, Smith
BH, Soranzo N, Spector TD, Starr JM, Sebert S, Taylor KD, Lakka TA, Timpson NJ, Tobin MD;
Understanding Society Scientific Group, van der Harst P, van der Meer P, Ramachandran VS, Verweij N,
Virtamo J, Vélker U, Weir DR, Zeggini E, Charchar FJ; Million Veteran Program, Wareham NJ, Langenberg
C, Tomaszewski M, Butterworth AS, Caulfield MJ, Danesh J, Edwards TL, Holm H, Hung AM, Lindgren CM,
Liu C, Manning AK, Morris AP, Morrison AC, O'Donnell CJ, Psaty BM, Saleheen D, Stefansson K,
Boerwinkle E, Chasman DI, Levy D, Newton-Cheh C, Munroe PB, Howson JMM. Discovery of rare variants
associated with blood pressure regulation through meta-analysis of 1.3 million individuals. Nat Genet.
2020 Dec;52(12):1314-1332. doi: 10.1038/s41588-020-00713-x. Epub 2020 Nov 23. PMID: 33230300.
Publisher Correction: Nat Genet. 2021 May;53(5):762. doi: 10.1038/s41588-021-00832-z. PMID:
33727701 %**

Hahn J, Fu YP, Brown MR, Bis JC, de Vries PS, Feitosa MF, Yanek LR, Weiss S, Giulianini F, Smith AV, Guo
X, Bartz TM, Becker DM, Becker LC, Boerwinkle E, Brody JA, Chen YI, Franco OH, Grove M, Harris TB,
Hofman A, Hwang SJ, Kral BG, Launer LJ, Markus MRP, Rice KM, Rich SS, Ridker PM, Rivadeneira F,
Rotter JI, Sotoodehnia N, Taylor KD, Uitterlinden AG, Volker U, Volzke H, Yao J, Chasman DI, Dorr M,
Gudnason V, Mathias RA, Post W, Psaty BM, Dehghan A, O'Donnell CJ, Morrison AC. Genetic loci
associated with prevalent and incident myocardial infarction and coronary heart disease in the Cohorts
for Heart and Aging Research in Genomic Epidemiology (CHARGE) Consortium. PLoS One. 2020 Nov
13;15(11):e0230035. doi: 10.1371/journal.pone.0230035. eCollection 2020. PMID: 33186364. bioRxiv.
2020 Feb 21, 959312.

Rahbar MH, Samms-Vaughan M, Lee M, Zhang J, Hessabi M, Bressler J, Bach MA, Grove ML,

Shakespeare-Pellington S, Beecher C, McLaughlin W, Loveland KA. Interaction between a Mixture of
Heavy Metals (Lead, Mercury, Arsenic, Cadmium, Manganese, Aluminum) and GSTP1, GSTT1, and

10



30.

31.

32.

33.

34.

35.

36.

37.

GSTM1 in Relation to Autism Spectrum Disorder. Res Autism Spectr Disord. 2020 Nov;79:101681. doi:
10.1016/j.rasd.2020.101681. Epub 2020 Oct 24. PMID: 33193808

Feofanova EV, Chen H, Dai Y, Jia P, Grove ML, Morrison AC, Qi Q, Daviglus M, Cai J, North KE, Laurie CC,
Kaplan RC, Boerwinkle E, Yu B. Am J Hum Genet. 2020 Nov 5;107(5):849-863. doi:
10.1016/j.ajhg.2020.09.003. Epub 2020 Oct 7. A Genome-wide Association Study Discovers 46 Loci of
the Human Metabolome in the Hispanic Community Health Study/Study of Latinos. PMID: 33031748

Castellani CA, Longchamps RJ, Sumpter JA, Newcomb CE, Lane JA, Grove ML, Bressler J, Brody JA, Floyd
JS, Bartz TM, Taylor KD, Wang P, Tin A, Coresh J, Pankow JS, Fornage M, Guallar E, O'Rourke B, Pankratz
N, Liu C, Levy D, Sotoodehnia N, Boerwinkle E, Arking DE. Mitochondrial DNA copy number can influence
mortality and cardiovascular disease via methylation of nuclear DNA CpGs. Genome Med. 2020 Sep
28;12(1):84. doi: 10.1186/s13073-020-00778-7. PMID: 32988399; PMCID: PMC7523322.

Justice AE, Chittoor G, Gondalia R, Melton PE, Lim E, Grove ML, Whitsel EA, Liu CT, Cupples LA,
Fernandez-Rhodes L, Guan W, Bressler J, Fornage M, Boerwinkle E, Li Y, Demerath E, Heard-Costa N,
Levy D, Stewart JD, Baccarelli A, Hou L, Conneely K, Mori TA, Beilin LJ, Huang RC, Gordon-Larsen P,
Howard AG, North KE. Methylome-wide association study of central adiposity implicates genes involved
in immune and endocrine systems. Epigenomics. 2020 Sep;12(17):1483-1499. doi: 10.2217/epi-2019-
0276. Epub 2020 Sep 9. PMID: 32901515.

Saroukhani S, Samms-Vaughan M, Lee M, Bach MA, Bressler J, Hessabi M, Grove ML, Shakespeare-
Pellington S, Loveland KA, Rahbar MH. Perinatal Factors Associated with Autism Spectrum Disorder in
Jamaican Children. J Autism Dev Disord. 2020 Sep;50(9):3341-3357. doi: 10.1007/s10803-019-04229-0.
PMID: 31538260

Bach MA, Samms-Vaughan M, Hessabi M, Bressler J, Lee M, Zhang J, Shakespeare-Pellington S, Grove
ML, Loveland KA, Rahbar MH. Association of Polychlorinated Biphenyls and Organochlorine Pesticides
with Autism Spectrum Disorder in Jamaican Children. Res Autism Spectr Disord. 2020 Aug;76:101587.
doi: 10.1016/j.rasd.2020.101587. Epub 2020 Jun 18. PMID: 32661462; PMCID: PMC7357892.

Chen GC, Chai JC, Yu B, Michelotti GA, Grove ML, Fretts AM, Daviglus ML, Garcia-Bedoya OL,
Thyagarajan B, Schneiderman N, Cai J, Kaplan RC, Boerwinkle E, Qi Q. Serum sphingolipids and incident
diabetes in a US population with high diabetes burden: the Hispanic Community Health Study/Study of
Latinos (HCHS/SOL). Am J Clin Nutr. 2020 Jul 1;112(1):57-65. doi: 10.1093/ajcn/ngaal14. PMID:
32469399

Hong YS, Longchamps RJ, Zhao D, Castellani CA, Loehr LR, Chang PP, Matsushita K, Grove ML,
Boerwinkle E, Arking DE, Guallar E. Mitochondrial DNA Copy Number and Incident Heart Failure: The
Atherosclerosis Risk in Communities (ARIC) Study. Circulation. 2020 Jun 2;141(22):1823-1825. doi:
10.1161/CIRCULATIONAHA.120.046001. Epub 2020 Jun 1. PMID: 32479199; PMCID: PMC7295435.

Nandakumar P, Lee D, Hoffmann TJ, Ehret GB, Arking D, Ranatunga D, Li M, Grove ML, Boerwinkle E,
Schaefer C, Kwok PY, Iribarren C, Risch N, Chakravarti A. Analysis of putative cis-regulatory elements
regulating blood pressure variation. Hum Mol Genet. 2020 Jul 21;29(11):1922-1932. doi:
10.1093/hmg/ddaa098. PMID: 32436959; PMCID: PMC7372556.

11



38.

39.

40.

41.

2019

42.

43.

44,

45.

46.

Bressler J, Marioni RE, Walker RM, Xia R, Gottesman RF, Windham BG, Grove ML, Guan W, Pankow IS,

Evans KL, Mcintosh AM, Deary |J, Mosley TH, Boerwinkle E, Fornage M. Epigenetic Age Acceleration and
Cognitive Function in African American Adults in Midlife: The Atherosclerosis Risk in Communities Study.
J Gerontol A Biol Sci Med Sci. 2020 Feb 14;75(3):473-480. doi: 10.1093/gerona/glz245. PMID: 31630168

Longchamps RJ, Castellani CA, Yang SY, Newcomb CE, Sumpter JA, Lane J, Grove ML, Guallar E, Pankratz
N, Taylor KD, Rotter JI, Boerwinkle E, Arking DE. Evaluation of mitochondrial DNA copy nhumber
estimation techniques. PLoS One. 2020 Jan 31;15(1):e0228166. doi: 10.1371/journal.pone.0228166.
eCollection 2020. PMID: 32004343.

Liu X, Longchamps RJ, Wiggins K, Raffield L, Bielak L, Zhao W, Pitsillides AN, Blackwell T, Yao J, Guo X,
Kurniansyah N, Thyagarajan B, Pankratz N, Rich SS, Taylor KD, Peyser PA, Heckbert SR, Seshadri S,
Cupples A, Boerwinkle E, Grove ML, Larson N, Smith JA, Vasan RS, SofeR T, Fitzpatrick AL, Fornage M,
Ding J, Correa A, Abecasis G, Psaty BM, Wilson JG, Levy D, Rotter JI, Bis JC, Satizabal CL, Arking DE, Liu C.
Association of mitochondrial DNA copynumber with cardiometabolic diseases in a large cross-sectional
study of multiple ancestries. medRxiv 2020, Aug 18, 20016337.

Gigliotti JC, Tin A, Pourafshar S, Cechova S, Wang YT, Sung SJ, Bodonyi-Kovacs G, Cross JV, Yang G,
Nguyen N, Chan F, Rebholz C, Yu B, Grove ML, Grams ME, Koéttgen A, Scharpf R, Ruiz P, Boerwinkle E,
Coresh J, Le TH. GSTM1 Deletion Exaggerates Kidney Injury in Experimental Mouse Models and Confers
the Protective Effect of Cruciferous Vegetables in Mice and Humans. J Am Soc Nephrol. 2020
Jan;31(1):102-116. doi: 10.1681/ASN.2019050449. Epub 2019 Nov 14. PMID: 31727850

Cunningham PN, Wang Z, Grove ML, Cooper-DeHoff RM, Beitelshees AL, Gong Y, Gums JG, Johnson JA,
Turner ST, Boerwinkle E, Chapman AB. Hypertensive APOL1 risk allele carriers demonstrate greater
blood pressure reduction with angiotensin receptor blockade compared to low risk carriers. PLoS One.
2019 Sep 18;14(9):e0221957. doi: 10.1371/journal.pone.0221957. eCollection 2019. PMID: 31532792

Chen N, Caruso C, Alonso A, Derebail VK, Kshirsagar AV, Sharrett AR, Key NS, Gottesman RF, Grove ML,
Bressler J, Boerwinkle E, Windham BG, Mosley TH Jr, Hyacinth HI. Association of sickle cell trait with
measures of cognitive function and dementia in African Americans. eNeurologicalSci. 2019 Jul
22;16:100201. doi: 10.1016/j.ensci.2019.100201. eCollection 2019 Sep. PMID: 31384675. Corrigendum:
eNeurologicalSci. 2020 Oct 12;21:100281. doi: 10.1016/j.ensci.2020.100281. eCollection 2020 Dec.
PMID: 33313427***

Hessabi M, Rahbar MH, Dobrescu I, Bach MA, Kobylinska L, Bressler J, Grove ML, Loveland KA,
Mihailescu |, Nedelcu MC, Moisescu MG, Matei BM, Matei CO, Rad F. Concentrations of Lead, Mercury,
Arsenic, Cadmium, Manganese, and Aluminum in Blood of Romanian Children Suspected of Having
Autism Spectrum Disorder. Int J Environ Res Public Health. 2019 Jun 28;16(13). pii: E2303. doi:
10.3390/ijerph16132303. PMID: 31261817

Kapoor A, Lee D, Zhu L, Soliman EZ, Grove ML, Boerwinkle E, Arking DE, Chakravarti A. Multiple SCN5A
variant enhancers modulate its cardiac gene expression and the QT interval. Proc Natl Acad Sci U S A.

2019 May 28;116(22):10636-10645. doi: 10.1073/pnas.1808734116. Epub 2019 May 8. PMID: 31068470

Lee M, Rahbar MH, Samms-Vaughan M, Bressler J, Bach MA, Hessabi M, Grove ML, Shakespeare-
Pellington S, Coore Desai C, Reece JA, Loveland KA, Boerwinkle E. A generalized weighted quantile sum

12



47.

48.

approach for analyzing correlated data in the presence of interactions. Biom J. 2019 Jul;61(4):934-954.
doi: 10.1002/bimj.201800259. Epub 2019 May 6. PMID: 31058353

Rahbar MH, Samms-Vaughan M, Lee M, Christian MA, Bressler J, Hessabi M, Grove ML, Shakespeare-
Pellington S, Desai CC, Reece JA, Loveland KA, Beecher C, McLaughlin W, Boerwinkle E. Interaction
between manganese and GSTP1 in relation to autism spectrum disorder while controlling for exposure
to mixture of lead, mercury, arsenic, and cadmium. Res Autism Spectr Disord. 2018 Nov;55:50-63. doi:
10.1016/j.rasd.2018.08.003. Epub 2018 Sep 5. PMID: 30930959

Justice AE, Karaderi T, Highland HM, Young KL, Graff M, Lu Y, Turcot V, Auer PL, Fine RS, Guo X,
Schurmann C, Lempradl A, Marouli E, Mahajan A, Winkler TW, Locke AE, Medina-Gomez C, Esko T,
Vedantam S, Giri A, Lo KS, Alfred T, Mudgal P, Ng MCY, Heard-Costa NL, Feitosa MF, Manning AK,
Willems SM, Sivapalaratnam S, Abecasis G, Alam DS, Allison M, Amouyel P, Arzumanyan Z, Balkau B,
Bastarache L, Bergmann S, Bielak LF, Bliher M, Boehnke M, Boeing H, Boerwinkle E, Boger CA, Bork-
Jensen J, Bottinger EP, Bowden DW, Brandslund I, Broer L, Burt AA, Butterworth AS, Caulfield MJ,
Cesana G, Chambers JC, Chasman DI, Chen YI, Chowdhury R, Christensen C, Chu AY, Collins FS, Cook JP,
Cox AJ, Crosslin DS, Danesh J, de Bakker PIW, Denus S, Mutsert R, Dedoussis G, Demerath EW, Dennis
JG, Denny JC, Di Angelantonio E, Dorr M, Drenos F, Dubé MP, Dunning AM, Easton DF, Elliott P,
Evangelou E, Farmaki AE, Feng S, Ferrannini E, Ferrieres J, Florez JC, Fornage M, Fox CS, Franks PW,
Friedrich N, Gan W, Gandin I, Gasparini P, Giedraitis V, Girotto G, Gorski M, Grallert H, Grarup N, Grove
ML, Gustafsson S, Haessler J, Hansen T, Hattersley AT, Hayward C, Heid IM, Holmen OL, Hovingh GK,
Howson JMM, Hu Y, Hung YJ, Hveem K, lkram MA, Ingelsson E, Jackson AU, Jarvik GP, Jia Y, Jgrgensen T,
Jousilahti P, Justesen JM, Kahali B, Karaleftheri M, Kardia SLR, Karpe F, Kee F, Kitajima H, Komulainen P,
Kooner JS, Kovacs P, Kramer BK, Kuulasmaa K, Kuusisto J, Laakso M, Lakka TA, Lamparter D, Lange LA,
Langenberg C, Larson EB, Lee NR, Lee WJ, Lehtimaki T, Lewis CE, Li H, Li J, Li-Gao R, Lin LA, Lin X, Lind L,
Lindstrém J, Linneberg A, Liu CT, Liu DJ, Luan J, Lyytikdinen LP, MacGregor S, Magi R, Mannisto S,
Marenne G, Marten J, Masca NGD, McCarthy MI, Meidtner K, Mihailov E, Moilanen L, Moitry M, Mook-
Kanamori DO, Morgan A, Morris AP, Miiller-Nurasyid M, Munroe PB, Narisu N, Nelson CP, Neville M,
Ntalla I, O'Connell JR, Owen KR, Pedersen O, Peloso GM, Pennell CE, Perola M, Perry JA, Perry JRB, Pers
TH, Ewing A, Polasek O, Raitakari OT, Rasheed A, Raulerson CK, Rauramaa R, Reilly DF, Reiner AP, Ridker
PM, Rivas MA, Robertson NR, Robino A, Rudan I, Ruth KS, Saleheen D, Salomaa V, Samani NJ, Schreiner
PJ, Schulze MB, Scott RA, Segura-Lepe M, Sim X, Slater AJ, Small KS, Smith BH, Smith JA, Southam L,
Spector TD, Speliotes EK, Stefansson K, Steinthorsdottir V, Stirrups KE, Strauch K, Stringham HM,
Stumvoll M, Sun L, Surendran P, Swart KMA, Tardif JC, Taylor KD, Teumer A, Thompson DJ, Thorleifsson
G, Thorsteinsdottir U, Thuesen BH, Tonjes A, Torres M, Tsafantakis E, Tuomilehto J, Uitterlinden AG,
Uusitupa M, van Duijn CM, Vanhala M, Varma R, Vermeulen SH, Vestergaard H, Vitart V, Vogt TF,
Vuckovic D, Wagenknecht LE, Walker M, Wallentin L, Wang F, Wang CA, Wang S, Wareham NJ, Warren
HR, Waterworth DM, Wessel J, White HD, Willer CJ, Wilson JG, Wood AR, Wu Y, Yaghootkar H, Yao J,
Yerges-Armstrong LM, Young R, Zeggini E, Zhan X, Zhang W, Zhao JH, Zhao W, Zheng H, Zhou W, Zillikens
MC, Rivadeneira F, Borecki IB, Pospisilik JA, Deloukas P, Frayling TM, Lettre G, Mohlke KL, Rotter JI,
Kutalik Z, Hirschhorn JN, Cupples LA, Loos RJF, North KE, Lindgren CM; CHD Exome+ Consortium;
Cohorts for Heart and Aging Research in Genomic Epidemiology (CHARGE) Consortium; EPIC-CVD
Consortium; ExomeBP Consortium; Global Lipids Genetic Consortium; GoT2D Genes Consortium;
InterAct; ReproGen Consortium; T2D-Genes Consortium; MAGIC Investigators. Protein-coding variants
implicate novel genes related to lipid homeostasis contributing to body-fat distribution. Nat Genet. 2019
Mar;51(3):452-469. doi: 10.1038/s41588-018-0334-2. Epub 2019 Feb 18. PMID: 30778226

13



49.

50.

51.

2018

de Vries PS, Brown MR, Bentley AR, Sung YJ, Winkler TW, Ntalla I, Schwander K, Kraja AT, Guo X,
Franceschini N, Cheng CY, Sim X, Vojinovic D, Huffman JE, Musani SK, Li C, Feitosa MF, Richard MA,
Noordam R, Aschard H, Bartz TM, Bielak LF, Deng X, Dorajoo R, Lohman KK, Manning AK, Rankinen T,
Smith AV, Tajuddin SM, Evangelou E, Graff M, Alver M, Boissel M, Chai JF, Chen X, Divers J, Gandin |, Gao
C, Goel A, Hagemeijer Y, Harris SE, Hartwig FP, He M, Horimoto ARVR, Hsu FC, Jackson AU, Kasturiratne
A, Komulainen P, Kiihnel B, Laguzzi F, Lee JH, Luan J, Lyytikdinen LP, Matoba N, Nolte IM, Pietzner M,
Riaz M, Said MA, Scott RA, Sofer T, Stancakova A, Takeuchi F, Tayo BO, van der Most PJ, Varga TV, Wang
Y, Ware EB, Wen W, Yanek LR, Zhang W, Zhao JH, Afag S, Amin N, Amini M, Arking DE, Aung T,
Ballantyne C, Boerwinkle E, Broeckel U, Campbell A, Canouil M, Charumathi S, Chen YI, Connell JM, de
Faire U, de Las Fuentes L, de Mutsert R, de Silva HJ, Ding J, Dominiczak AF, Duan Q, Eaton CB, Eppinga
RN, Faul ID, Fisher V, Forrester T, Franco OH, Friedlander Y, Ghanbari M, Giulianini F, Grabe HJ, Grove
ML, Gu CC, Harris TB, Heikkinen S, Heng CK, Hirata M, Hixson JE, Howard BV, lkram MA; InterAct
Consortium, Jacobs DR, Johnson C, Jonas JB, Kammerer CM, Katsuya T, Khor CC, Kilpeldinen TO, Koh WP,
Koistinen HA, Kolcic |, Kooperberg C, Krieger JE, Kritchevsky SB, Kubo M, Kuusisto J, Lakka TA, Langefeld
CD, Langenberg C, Launer LJ, Lehne B, Lemaitre RN, Li Y, Liang J, Liu J, Liu K, Loh M, Louie T, Magi R,
Manichaikul AW, McKenzie CA, Meitinger T, Metspalu A, Milaneschi Y, Milani L, Mohlke KL, Mosley TH,
Mukamal KJ, Nalls MA, Nauck M, Nelson CP, Sotoodehnia N, O'Connell JR, Palmer ND, Pazoki R,
Pedersen NL, Peters A, Peyser PA, Polasek O, Poulter N, Raffel LJ, Raitakari OT, Reiner AP, Rice TK, Rich
SS, Robino A, Robinson JG, Rose LM, Rudan |, Schmidt CO, Schreiner PJ, Scott WR, Sever P, Shi Y, Sidney
S, Sims M, Smith BH, Smith JA, Snieder H, Starr JM, Strauch K, Tan N, Taylor KD, Teo YY, Tham YC,
Uitterlinden AG, van Heemst D, Vuckovic D, Waldenberger M, Wang L, Wang Y, Wang Z, Wei WB,
Williams C, Wilson G, Wojczynski MK, Yao J, Yu B, Yu C, Yuan JM, Zhao W, Zonderman AB, Becker DM,
Boehnke M, Bowden DW, Chambers JC, Deary lJ, Esko T, Farrall M, Franks PW, Freedman BI, Froguel P,
Gasparini P, Gieger C, Horta BL, Kamatani Y, Kato N, Kooner JS, Laakso M, Leander K, Lehtimaki T;
Lifelines Cohort, Groningen, The Netherlands (Lifelines Cohort Study), Magnusson PKE, Penninx B,
Pereira AC, Rauramaa R, Samani NJ, Scott J, Shu XO, van der Harst P, Wagenknecht LE, Wang YX,
Wareham NJ, Watkins H, Weir DR, Wickremasinghe AR, Zheng W, Elliott P, North KE, Bouchard C, Evans
MK, Gudnason V, Liu CT, Liu Y, Psaty BM, Ridker PM, van Dam RM, Kardia SLR, Zhu X, Rotimi CN, Mook-
Kanamori DO, Fornage M, Kelly TN, Fox ER, Hayward C, van Duijn CM, Tai ES, Wong TY, Liu J, Rotter I,
Gauderman WJ, Province MA, Munroe PB, Rice K, Chasman DI, Cupples LA, Rao DC, Morrison AC.
Multiancestry Genome-Wide Association Study of Lipid Levels Incorporating Gene-Alcohol Interactions.
Am J Epidemiol. 2019 Jun 1;188(6):1033-1054. doi: 10.1093/aje/kwz005. PMID: 30698716

Petty LE, Highland HM, Gamazon ER, Hu H, Karhade M, Chen HH, de Vries PS, Grove ML, Aguilar D, Bell
Gl, Huff CD, Hanis CL, Doddapaneni H, Munzy DM, Gibbs RA, Ma J, Parra EJ, Cruz M, Valladares-Salgado
A, Arking DE, Barbeira A, Im HK, Morrison AC, Boerwinkle E, Below JE. Functionally oriented analysis of
cardiometabolic traits in a trans-ethnic sample. Hum Mol Genet. 2019 Apr 1;28(7):1212-1224. doi:
10.1093/hmg/ddy435. PMID: 30624610

Selvaraj S, Seidelmann S, Silvestre OM, Claggett B, Ndumele CE, Cheng S, Yu B, Fernandes-Silva MM,
Grove ML, Boerwinkle E, Shah AM, Solomon SD. HFE H63D Polymorphism and the Risk for Systemic
Hypertension, Myocardial Remodeling, and Adverse Cardiovascular Events in the ARIC Study.
Hypertension. 2019 Jan;73(1):68-74. Epub 2018 Nov 11. doi: 10.1161/HYPERTENSIONAHA.118.11730.
PMID: 30571559

14



52.

53.

54.

55.

56.

57.

58.

Peloso GM, van der Lee SJ; International Genomics of Alzheimer's Project (IGAP), Destefano AL, Seshardi
S. Genetically elevated high-density lipoprotein cholesterol through the cholesteryl ester transfer
protein gene does not associate with risk of Alzheimer's disease. Alzheimers Dement (Amst). 2018 Sep
22;10:595-598. doi: 10.1016/j.dadm.2018.08.008. eCollection 2018. PMID: 30422133

Reyes ME, Ma J, Grove ML, Ater JL, Morrison AC, Hildebrandt MAT. RNA sequence analysis of inducible
pluripotent stem cell-derived cardiomyocytes reveals altered expression of DNA damage and cell cycle
genes in response to doxorubicin. Toxicol Appl Pharmacol. 2018 Oct 1;356:44-53. doi:
10.1016/j.taap.2018.07.020. Epub 2018 Jul 19. PubMed PMID: 30031762.

Nandakumar P, Morrison AC, Grove ML, Boerwinkle E, Chakravarti A. Contributions of rare coding
variants in hypotension syndrome genes to population blood pressure variation. Medicine (Baltimore).
2018 Aug;97(33):€11865. doi: 10.1097/MD.0000000000011865. PubMed PMID: 30113482; PubMed
Central PMCID: PMC6113003.

Christian MA, Samms-Vaughan M, Lee M, Bressler J, Hessabi M, Grove ML, Shakespeare-Pellington S,
Coore Desai C, Reece JA, Loveland KA, Boerwinkle E, Rahbar MH. Maternal Exposures Associated with
Autism Spectrum Disorder in Jamaican Children. J Autism Dev Disord. 2018 Aug;48(8):2766-2778. doi:
10.1007/s10803-018-3537-6. PubMed PMID: 29549549; PubMed Central PMCID: PMC6041149.

Wang X, Pan Y, Zhu H, Hao G, Huang Y, Barnes V, Shi H, Snieder H, Pankow J, North K, Grove M, Guan W,
Demerath E, Dong Y, Su S. An epigenome-wide study of obesity in African American youth and young
adults: novel findings, replication in neutrophils, and relationship with gene expression. Clin Epigenetics.
2018 Jan 5;10:3. doi: 10.1186/s13148-017-0435-2. eCollection 2018. PMID: 29312471 PMCID:
PMC5756368

Geurts YM, Dugué PA, Joo JE, Makalic E, Jung CH, Guan W, Nguyen S, Grove ML, Wong EM, Hodge AM,
Bassett JK, FitzGerald LM, Tsimiklis H, Baglietto L, Severi G, Schmidt DF, Buchanan DD, Maclnnis RJ,
Hopper JL, Pankow JS, Demerath EW, Southey MC, Giles GG, English DR, Milne RL. Novel associations
between blood DNA methylation and body mass index in middle-aged and older adults. Int J Obes
(Lond). 2018 Apr;42(4):887-896. doi: 10.1038/ij0.2017.269. Epub 2017 Oct 16. PMID: 29278407

Mahajan A, Wessel J, Willems SM, Zhao W, Robertson NR, Chu AY, Gan W, Kitajima H, Taliun D, Rayner
NW, Guo X, Lu Y, Li M, Jensen RA, Hu Y, Huo S, Lohman KK, Zhang W, Cook JP, Prins BP, Flannick J,
Grarup N, Trubetskoy VV, Kravic J, Kim YJ, Rybin DV, Yaghootkar H, Miiller-Nurasyid M, Meidtner K, Li-
Gao R, Varga TV, Marten J, Li J, Smith AV, An P, Ligthart S, Gustafsson S, Malerba G, Demirkan A, Tajes
JF, Steinthorsdottir V, Wuttke M, Lecoeur C, Preuss M, Bielak LF, Graff M, Highland HM, Justice AE, Liu
DJ, Marouli E, Peloso GM, Warren HR; ExomeBP Consortium; MAGIC Consortium; GIANT Consortium,
Afaq S, Afzal S, Ahlgvist E, Almgren P, Amin N, Bang LB, Bertoni AG, Bombieri C, Bork-Jensen J,
Brandslund I, Brody JA, Burtt NP, Canouil M, Chen YI, Cho YS, Christensen C, Eastwood SV, Eckardt KU,
Fischer K, Gambaro G, Giedraitis V, Grove ML, de Haan HG, Hackinger S, Hai Y, Han S, Tybjserg-Hansen A,
Hivert MF, Isomaa B, Jager S, Jgrgensen ME, Jgrgensen T, Karajamaki A, Kim BJ, Kim SS, Koistinen HA,
Kovacs P, Kriebel J, Kronenberg F, Lall K, Lange LA, Lee JJ, Lehne B, Li H, Lin KH, Linneberg A, Liu CT, Liu J,
Loh M, Magi R, Mamakou V, McKean-Cowdin R, Nadkarni G, Neville M, Nielsen SF, Ntalla |, Peyser PA,
Rathmann W, Rice K, Rich SS, Rode L, Rolandsson O, Schonherr S, Selvin E, Small KS, Stancakova A,
Surendran P, Taylor KD, Teslovich TM, Thorand B, Thorleifsson G, Tin A, Ténjes A, Varbo A, Witte DR,
Wood AR, Yajnik P, Yao J, Yengo L, Young R, Amouyel P, Boeing H, Boerwinkle E, Bottinger EP,
Chowdhury R, Collins FS, Dedoussis G, Dehghan A, Deloukas P, Ferrario MM, Ferrieres J, Florez JC,

15



59.

60.

61.

62.

Frossard P, Gudnason V, Harris TB, Heckbert SR, Howson JMM, Ingelsson M, Kathiresan S, Kee F,
Kuusisto J, Langenberg C, Launer LJ, Lindgren CM, Mannisto S, Meitinger T, Melander O, Mohlke KL,
Moitry M, Morris AD, Murray AD, de Mutsert R, Orho-Melander M, Owen KR, Perola M, Peters A,
Province MA, Rasheed A, Ridker PM, Rivadineira F, Rosendaal FR, Rosengren AH, Salomaa V, Sheu WH,
Sladek R, Smith BH, Strauch K, Uitterlinden AG, Varma R, Willer CJ, Bliher M, Butterworth AS, Chambers
JC, Chasman DI, Danesh J, van Duijn C, Dupuis J, Franco OH, Franks PW, Froguel P, Grallert H, Groop L,
Han BG, Hansen T, Hattersley AT, Hayward C, Ingelsson E, Kardia SLR, Karpe F, Kooner JS, Kottgen A,
Kuulasmaa K, Laakso M, Lin X, Lind L, Liu Y, Loos RJF, Marchini J, Metspalu A, Mook-Kanamori D,
Nordestgaard BG, Palmer CNA, Pankow JS, Pedersen O, Psaty BM, Rauramaa R, Sattar N, Schulze MB,
Soranzo N, Spector TD, Stefansson K, Stumvoll M, Thorsteinsdottir U, Tuomi T, Tuomilehto J, Wareham
NJ, Wilson JG, Zeggini E, Scott RA, Barroso |, Frayling TM, Goodarzi MO, Meigs JB, Boehnke M, Saleheen
D, Morris AP, Rotter JI, McCarthy MI. Refining the accuracy of validated target identification through
coding variant fine-mapping in type 2 diabetes. Nat Genet. 2018 Apr;50(4):559-571. doi:
10.1038/s41588-018-0084-1. Epub 2018 Apr 9. PMID: 29632382

Guo L, Akahori H, Harari E, Smith SL, Polavarapu R, Karmali V, Otsuka F, Gannon RL, Braumann RE,
Dickinson MH, Gupta A, Jenkins AL, Lipinski MJ, Kim J, Chhour P, de Vries PS, Jinnouchi H, Kutys R, Mori
H, Kutyna MD, Torii S, Sakamoto A, Choi CU, Cheng Q, Grove ML, Sawan MA, Zhang Y, Cao Y, Kolodgie
FD, Cormode DP, Arking DE, Boerwinkle E, Morrison AC, Erdmann J, Sotoodehnia N, Virmani R, Finn AV.
CD163+ macrophages promote angiogenesis and vascular permeability accompanied by inflammation in
atherosclerosis. J Clin Invest. 2018 Mar 1;128(3):1106-1124. doi: 10.1172/JCI93025. Epub 2018 Feb 19.
PMID: 29457790

Jackson VE, Latourelle JC, Wain LV, Smith AV, Grove ML, Bartz TM, Obeidat M, Province MA, Gao W,
Qaiser B, Porteous DJ, Cassano PA, Ahluwalia TX, Grarup N, Li J, Altmaier E, Marten J, Harris SE,
Manichaikul A, Pottinger TD, Li-Gao R, Lind-Thomsen A, Mahajan A, Lahousse L, Imboden M, Teumer A,
Prins B, Lyytikdinen LP, Eiriksdottir G, Franceschini N, Sitlani CM, Brody JA, Bossé Y, Timens W, Kraja A,
Loukola A, Tang W, Liu Y, Bork-Jensen J, Justesen JM, Linneberg A, Lange LA, Rawal R, Karrasch S,
Huffman JE, Smith BH, Davies G, Burkart KM, Mychaleckyj JC, Bonten TN, Enroth S, Lind K, Brusselle GG,
Kumar A, Stubbe B, Kdhénen M, Wyss AB, Psaty BM, Heckbert SR, Hao K, Rantanen T, Kritchevsky SB,
Lohman K, Skaaby T, Pisinger C, Hansen T, Schulz H, Polasek O, Campbell A, Starr JM, Rich S, Mook-
Kanamori DO, Johansson A, Ingelsson E, Uitterlinden AG, Weiss S, Raitakari OT, Gudnason V, North KE,
Gharib SA, Sin DD, Taylor KD, O'Connor GT, Kaprio J, Harris TB, Pederson O, Vestergaard H, Wilson JG,
Strauch K, Hayward C, Kerr S, Deary lJ, Barr RG, de Mutsert R, Gyllensten U, Morris AP, lkram MA,
Probst-Hensch N, Glaser S, Zeggini E, Lehtimaki T, Strachan DP, Dupuis J, Morrison AC, Hall IP, Tobin MD,
London SJ, Understanding Society Scientific Group. Meta-analysis of exome array data identifies six
novel genetic loci for lung function. Wellcome Open Research. 2018 Jan 12(3). doi:
10.12688/wellcomeopenres.12583.3. eCollection 2018. PMID: 30175238 PMCID: PMC6081985

Sanner J*, Grove ML*, Yu E, Moeller FG, Cron SG, Boerwinkle E, Morrison AC, Frazier L. Effects of
Gender-Specific Differences, Inflammatory Response, and Genetic Variation on the Associations Among
Depressive Symptoms and the Risk of Major Adverse Coronary Events in Patients With Acute Coronary
Syndrome. Biol Res Nurs. 2018 Mar;20(2):168-176. doi: 10.1177/1099800417751662. Epub 2018 Jan 3.
PubMed PMID: 29298497.

*Contributed equally to manuscript as joint first authors.

Turcot V, Lu Y, Highland HM, Schurmann C, Justice AE, Fine RS, Bradfield JP, Esko T, Giri A, Graff M, Guo
X, Hendricks AE, Karaderi T, Lempradl A, Locke AE, Mahajan A, Marouli E, Sivapalaratnam S, Young KL,

16



Alfred T, Feitosa MF, Masca NGD, Manning AK, Medina-Gomez C, Mudgal P, Ng MCY, Reiner AP,
Vedantam S, Willems SM, Winkler TW, Abecasis G, Aben KK, Alam DS, Alharthi SE, Allison M, Amouyel P,
Asselbergs FW, Auer PL, Balkau B, Bang LE, Barroso |, Bastarache L, Benn M, Bergmann S, Bielak LF,
Bliher M, Boehnke M, Boeing H, Boerwinkle E, Béger CA, Bork-Jensen J, Bots ML, Bottinger EP, Bowden
DW, Brandslund |, Breen G, Brilliant MH, Broer L, Brumat M, Burt AA, Butterworth AS, Campbell PT,
Cappellani S, Carey DJ, Catamo E, Caulfield MJ, Chambers JC, Chasman DI, Chen YI, Chowdhury R,
Christensen C, Chu AY, Cocca M, Collins FS, Cook JP, Corley J, Corominas Galbany J, Cox AJ, Crosslin DS,
Cuellar-Partida G, D'Eustacchio A, Danesh J, Davies G, Bakker PIW, Groot MCH, Mutsert R, Deary lJ,
Dedoussis G, Demerath EW, Heijer M, Hollander Al, Ruijter HM, Dennis JG, Denny JC, Angelantonio E,
Drenos F, Du M, Dubé MP, Dunning AM, Easton DF, Edwards TL, Ellinghaus D, Ellinor PT, Elliott P,
Evangelou E, Farmaki AE, Farooqi IS, Faul D, Fauser S, Feng S, Ferrannini E, Ferrieres J, Florez JC, Ford |,
Fornage M, Franco OH, Franke A, Franks PW, Friedrich N, Frikke-Schmidt R, Galesloot TE, Gan W, Gandin
I, Gasparini P, Gibson J, Giedraitis V, Gjesing AP, Gordon-Larsen P, Gorski M, Grabe HJ, Grant SFA, Grarup
N, Griffiths HL, Grove ML, Gudnason V, Gustafsson S, Haessler J, Hakonarson H, Hammerschlag AR,
Hansen T, Harris KM, Harris TB, Hattersley AT, Have CT, Hayward C, He L, Heard-Costa NL, Heath AC,
Heid IM, Helgeland @, Hernesniemi J, Hewitt AW, Holmen OL, Hovingh GK, Howson JMM, Hu Y, Huang
PL, Huffman JE, Ikram MA, Ingelsson E, Jackson AU, Jansson JH, Jarvik GP, Jensen GB, Jia Y, Johansson S,
Jgrgensen ME, Jgrgensen T, Jukema JW, Kahali B, Kahn RS, Kadhonen M, Kamstrup PR, Kanoni S, Kaprio J,
Karaleftheri M, Kardia SLR, Karpe F, Kathiresan S, Kee F, Kiemeney LA, Kim E, Kitajima H, Komulainen P,
Kooner JS, Kooperberg C, Korhonen T, Kovacs P, Kuivaniemi H, Kutalik Z, Kuulasmaa K, Kuusisto J, Laakso
M, Lakka TA, Lamparter D, Lange EM, Lange LA, Langenberg C, Larson EB, Lee NR, Lehtimaki T, Lewis CE,
Li H, LiJ, Li-Gao R, Lin H, Lin KH, Lin LA, Lin X, Lind L, Lindstrom J, Linneberg A, Liu CT, Liu DJ, Liu Y, Lo KS,
Lophatananon A, Lotery AJ, Loukola A, Luan J, Lubitz SA, Lyytikdinen LP, Mannisto S, Marenne G, Mazul
AL, McCarthy MI, McKean-Cowdin R, Medland SE, Meidtner K, Milani L, Mistry V, Mitchell P, Mohlke KL,
Moilanen L, Moitry M, Montgomery GW, Mook-Kanamori DO, Moore C, Mori TA, Morris AD, Morris AP,
Miller-Nurasyid M, Munroe PB, Nalls MA, Narisu N, Nelson CP, Neville M, Nielsen SF, Nikus K, Njglstad
PR, Nordestgaard BG, Nyholt DR, O'Connel JR, O'Donoghue ML, Olde Loohuis LM, Ophoff RA, Owen KR,
Packard CJ, Padmanabhan S, Palmer CNA, Palmer ND, Pasterkamp G, Patel AP, Pattie A, Pedersen O,
Peissig PL, Peloso GM, Pennell CE, Perola M, Perry JA, Perry JRB, Pers TH, Person TN, Peters A, Petersen
ERB, Peyser PA, Pirie A, Polasek O, Polderman TJ, Puolijoki H, Raitakari OT, Rasheed A, Rauramaa R,
Reilly DF, Renstrém F, Rheinberger M, Ridker PM, Rioux JD, Rivas MA, Roberts DJ, Robertson NR, Robino
A, Rolandsson O, Rudan I, Ruth KS, Saleheen D, Salomaa V, Samani NJ, Sapkota Y, Sattar N, Schoen RE,
Schreiner PJ, Schulze MB, Scott RA, Segura-Lepe MP, Shah SH, Sheu WH, Sim X, Slater AJ, Small KS, Smith
AV, Southam L, Spector TD, Speliotes EK, Starr JM, Stefansson K, Steinthorsdottir V, Stirrups KE, Strauch
K, Stringham HM, Stumvoll M, Sun L, Surendran P, Swift AJ, Tada H, Tansey KE, Tardif JC, Taylor KD,
Teumer A, Thompson DJ, Thorleifsson G, Thorsteinsdottir U, Thuesen BH, Ténjes A, Tromp G, Trompet S,
Tsafantakis E, Tuomilehto J, Tybjaerg-Hansen A, Tyrer JP, Uher R, Uitterlinden AG, Uusitupa M, Laan SW,
Duijn CM, Leeuwen N, van Setten J, Vanhala M, Varbo A, Varga TV, Varma R, Velez Edwards DR,
Vermeulen SH, Veronesi G, Vestergaard H, Vitart V, Vogt TF, Volker U, Vuckovic D, Wagenknecht LE,
Walker M, Wallentin L, Wang F, Wang CA, Wang S, Wang Y, Ware EB, Wareham NJ, Warren HR,
Waterworth DM, Wessel J, White HD, Willer CJ, Wilson JG, Witte DR, Wood AR, Wu Y, Yaghootkar H, Yao
J, Yao P, Yerges-Armstrong LM, Young R, Zeggini E, Zhan X, Zhang W, Zhao JH, Zhao W, Zhou W,
Zondervan KT; CHD Exome+ Consortium.; EPIC-CVD Consortium.; ExomeBP Consortium.; Global Lipids
Genetic Consortium.; GoT2D Genes Consortium.; EPIC InterAct Consortium.; INTERVAL Study.; ReproGen
Consortium.; T2D-Genes Consortium.; MAGIC Investigators.; Understanding Society Scientific Group.,
Rotter JI, Pospisilik JA, Rivadeneira F, Borecki IB, Deloukas P, Frayling TM, Lettre G, North KE, Lindgren
CM, Hirschhorn JN, Loos RJF. Protein-altering variants associated with body mass index implicate
pathways that control energy intake and expenditure in obesity. Nat Genet. 2018 Jan;50(1):26-41. doi:

17



63.

64.

2017

65.

66.

10.1038/s41588-017-0011-x. Epub 2017 Dec 22. PubMed PMID: 29273807. Erratum in: 2018
Jan;50(1):26-41. Publisher Correction in: 2018 May;50(5):766-767. PubMed PMID: 29549329. Publisher
Correction in: 2019 Jul;51(7):1191-1192. doi: 10.1038/s41588-019-0447-2 ***

Garg PK, Norby FL, Polfus LM, Boerwinkle E, Gibbs RA, Grove ML, Folsom AR, Garimella PS, Matsushita K,
Hoogeveen RC, Ballantyne CM. Lipoprotein-associated phospholipase A2 and risk of incident peripheral
arterial disease: Findings from The Atherosclerosis Risk in Communities study (ARIC). Atherosclerosis.
2018 Jan;268:12-18. doi: 10.1016/j.atherosclerosis.2017.11.007. Epub 2017 Nov 14. PMID: 29169030

Li C, Grove ML, Yu B, Jones BC, Morrison A, Boerwinkle E, Liu X. Genetic variants in microRNA genes and
targets associated with cardiovascular disease risk factors in the African-American population. Hum
Genet. 2018 Jan;137(1):85-94. doi: 10.1007/s00439-017-1858-8. Epub 2017 Dec 20. PMID: 29264654

Liu DJ, Peloso GM, Yu H, Butterworth AS, Wang X, Mahajan A, Saleheen D, Emdin C, Alam D, Alves AC,
Amouyel P, Di Angelantonio E, Arveiler D, Assimes TL, Auer PL, Baber U, Ballantyne CM, Bang LE, Benn
M, Bis JC, Boehnke M, Boerwinkle E, Bork-Jensen J, Bottinger EP, Brandslund I, Brown M, Busonero F,
Caulfield MJ, Chambers JC, Chasman DI, Chen YE, Chen YI, Chowdhury R, Christensen C, Chu AY, Connell
JM, Cucca F, Cupples LA, Damrauer SM, Davies G, Deary |J, Dedoussis G, Denny JC, Dominiczak A, Dubé
MP, Ebeling T, Eiriksdottir G, Esko T, Farmaki AE, Feitosa MF, Ferrario M, Ferrieres J, Ford |, Fornage M,
Franks PW, Frayling TM, Frikke-Schmidt R, Fritsche LG, Frossard P, Fuster V, Ganesh SK, Gao W, Garcia
ME, Gieger C, Giulianini F, Goodarzi MO, Grallert H, Grarup N, Groop L, Grove ML, Gudnason V, Hansen
T, Harris TB, Hayward C, Hirschhorn JN, Holmen OL, Huffman J, Huo Y, Hveem K, Jabeen S, Jackson AU,
Jakobsdottir J, Jarvelin MR, Jensen GB, Jgrgensen ME, Jukema JW, Justesen JM, Kamstrup PR, Kanoni S,
Karpe F, Kee F, Khera AV, Klarin D, Koistinen HA, Kooner JS, Kooperberg C, Kuulasmaa K, Kuusisto J,
Laakso M, Lakka T, Langenberg C, Langsted A, Launer LJ, Lauritzen T, Liewald DCM, Lin LA, Linneberg A,
Loos RJF, Lu Y, Lu X, Magi R, Malarstig A, Manichaikul A, Manning AK, Mantyselka P, Marouli E, Masca
NGD, Maschio A, Meigs JB, Melander O, Metspalu A, Morris AP, Morrison AC, Mulas A, Mller-Nurasyid
M, Munroe PB, Neville MJ, Nielsen JB, Nielsen SF, Nordestgaard BG, Ordovas JM, Mehran R, O'Donnell
CJ, Orho-Melander M, Molony CM, Muntendam P, Padmanabhan S, Palmer CNA, Pasko D, Patel AP,
Pedersen O, Perola M, Peters A, Pisinger C, Pistis G, Polasek O, Poulter N, Psaty BM, Rader DJ, Rasheed
A, Rauramaa R, Reilly DF, Reiner AP, Renstrom F, Rich SS, Ridker PM, Rioux JD, Robertson NR, Roden
DM, Rotter JI, Rudan I, Salomaa V, Samani NJ, Sanna S, Sattar N, Schmidt EM, Scott RA, Sever P, Sevilla
RS, Shaffer CM, Sim X, Sivapalaratnam S, Small KS, Smith AV, Smith BH, Somayajula S, Southam L,
Spector TD, Speliotes EK, Starr JM, Stirrups KE, Stitziel N, Strauch K, Stringham HM, Surendran P, Tada H,
Tall AR, Tang H, Tardif JC, Taylor KD, Trompet S, Tsao PS, Tuomilehto J, Tybjaerg-Hansen A, van Zuydam
NR, Varbo A, Varga TV, Virtamo J, Waldenberger M, Wang N, Wareham NJ, Warren HR, Weeke PE,
Weinstock J, Wessel J, Wilson JG, Wilson PWF, Xu M, Yaghootkar H, Young R, Zeggini E, Zhang H, Zheng
NS, Zhang W, Zhang Y, Zhou W, Zhou Y, Zoledziewska M; Charge Diabetes Working Group; EPIC-InterAct
Consortium; EPIC-CVD Consortium; GOLD Consortium; VA Million Veteran Program, Howson JMM,
Danesh J, McCarthy MI, Cowan CA, Abecasis G, Deloukas P, Musunuru K, Willer CJ, Kathiresan S. Exome-
wide association study of plasma lipids in >300,000 individuals. Nat Genet. 2017 Dec;49(12):1758-1766.
doi: 10.1038/ng.3977. Epub 2017 Oct 30. PMID: 29083408

Raina A, Zhao X, Grove ML, Bressler J, Gottesman RF, Guan W, Pankow JS, Boerwinkle E, Mosley TH,
Fornage M. Cerebral White Matter Hyperintensities on MRI and Acceleration of Epigenetic Aging: the

18



67.

68.

69.

Atherosclerosis Risk in Communities Study. Clinical Epigenetics. 2017 Feb 14;9:21. doi: 10.1186/s13148-
016-0302-6. eCollection 2017. PMID: 28289478

Ashar FN, Zhang Y, Longchamps RJ, Lane J, Moes A, Grove ML, Mychaleckyj JC, Taylor KD, Coresh J,
Rotter JI, Boerwinkle E, Pankratz N, Guallar E, Arking DE. Association of Mitochondrial DNA Copy
Number With Cardiovascular Disease. JAMA Cardiol. 2017 Nov 1;2(11):1247-1255. doi:
10.1001/jamacardio.2017.3683. PMID: 29049454

Kraja AT, Cook JP, Warren HR, Surendran P, Liu C, Evangelou E, Manning AK, Grarup N, Drenos F, Sim X,
Smith AV, Amin N, Blakemore AIF, Bork-Jensen J, Brandslund I, Farmaki AE, Fava C, Ferreira T, Herzig KH,
Giri A, Giulianini F, Grove ML, Guo X, Harris SE, Have CT, Havulinna AS, Zhang H, Jgrgensen ME,
Karajamaki A, Kooperberg C, Linneberg A, Little L, Liu Y, Bonnycastle LL, Lu Y, Magi R, Mahajan A,
Malerba G, Marioni RE, Mei H, Menni C, Morrison AC, Padmanabhan S, Palmas W, Poveda A, Rauramaa
R, Rayner NW, Riaz M, Rice K, Richard MA, Smith JA, Southam L, Stancakova A, Stirrups KE, Tragante V,
Tuomi T, Tzoulaki I, Varga TV, Weiss S, Yiorkas AM, Young R, Zhang W, Barnes MR, Cabrera CP, Gao H,
Boehnke M, Boerwinkle E, Chambers JC, Connell JM, Christensen CK, de Boer RA, Deary lJ, Dedoussis G,
Deloukas P, Dominiczak AF, Dorr M, Joehanes R, Edwards TL, Esko T, Fornage M, Franceschini N, Franks
PW, Gambaro G, Groop L, Hallmans G, Hansen T, Hayward C, Heikki O, Ingelsson E, Tuomilehto J, Jarvelin
MR, Kardia SLR, Karpe F, Kooner JS, Lakka TA, Langenberg C, Lind L, Loos RJF, Laakso M, McCarthy M,
Melander O, Mohlke KL, Morris AP, Palmer CNA, Pedersen O, Polasek O, Poulter NR, Province MA, Psaty
BM, Ridker PM, Rotter JI, Rudan I, Salomaa V, Samani NJ, Sever PJ, Skaaby T, Stafford JM, Starr JM, van
der Harst P, van der Meer P; Understanding Society Scientific Group., van Duijn CM, Vergnaud AC,
Gudnason V, Wareham NJ, Wilson JG, Willer CJ, Witte DR, Zeggini E, Saleheen D, Butterworth AS,
Danesh J, Asselbergs FW, Wain LV, Ehret GB, Chasman DI, Caulfield MJ, Elliott P, Lindgren CM, Levy D,
Newton-Cheh C, Munroe PB, Howson JMM; CHARGE EXOME BP, CHD Exome+, Exome BP,
GoT2D:T2DGenes Consortia, The UK Biobank Cardio-Metabolic Traits Consortium Blood Pressure
Working Groupt. New Blood Pressure-Associated Loci Identified in Meta-Analyses of 475 000
Individuals. Circ Cardiovasc Genet. 2017 Oct;10(5). PMID: 29030403.

Sims R, van der Lee SJ, Naj AC, Bellenguez C, Badarinarayan N, Jakobsdottir J, Kunkle BW, Boland A,
Raybould R, Bis JC, Martin ER, Grenier-Boley B, Heilmann-Heimbach S, Chouraki V, Kuzma AB, Sleegers K,
Vronskaya M, Ruiz A, Graham RR, Olaso R, Hoffmann P, Grove ML, Vardarajan BN, Hiltunen M, N6then
MM, White CC, Hamilton-Nelson KL, Epelbaum J, Maier W, Choi SH, Beecham GW, Dulary C, Herms S,
Smith AV, Funk CC, Derbois C, Forstner AJ, Ahmad S, Li H, Bacq D, Harold D, Satizabal CL, Valladares O,
Squassina A, Thomas R, Brody JA, Qu L, Sdnchez-Juan P, Morgan T, Wolters FJ, Zhao Y, Garcia FS,
Denning N, Fornage M, Malamon J, Naranjo MCD, Majounie E, Mosley TH, Dombroski B, Wallon D,
Lupton MK, Dupuis J, Whitehead P, Fratiglioni L, Medway C, Jian X, Mukherjee S, Keller L, Brown K, Lin H,
Cantwell LB, Panza F, McGuinness B, Moreno-Grau S, Burgess JD, Solfrizzi V, Proitsi P, Adams HH, Allen
M, Seripa D, Pastor P, Cupples LA, Price ND, Hannequin D, Frank-Garcia A, Levy D, Chakrabarty P,
Caffarra P, Giegling |, Beiser AS, Giedraitis V, Hampel H, Garcia ME, Wang X, Lannfelt L, Mecocci P,
Eiriksdottir G, Crane PK, Pasquier F, Boccardi V, Henandez |, Barber RC, Scherer M, Tarraga L, Adams PM,
Leber M, Chen Y, Albert MS, Riedel-Heller S, Emilsson V, Beekly D, Braae A, Schmidt R, Blacker D,
Masullo C, Schmidt H, Doody RS, Spalletta G, Jr WTL, Fairchild TJ, Bossu P, Lopez OL, Frosch MP,
Sacchinelli E, Ghetti B, Yang Q, Huebinger RM, Jessen F, Li S, Kamboh Ml, Morris J, Sotolongo-Grau O,
Katz MJ, Corcoran C, Dunstan M, Braddel A, Thomas C, Meggy A, Marshall R, Gerrish A, Chapman J,
Aguilar M, Taylor S, Hill M, Fairén MD, Hodges A, Vellas B, Soininen H, Kloszewska |, Daniilidou M, Uphill
J, Patel Y, Hughes JT, Lord J, Turton J, Hartmann AM, Cecchetti R, Fenoglio C, Serpente M, Arcaro M,
Caltagirone C, Orfei MD, Ciaramella A, Pichler S, Mayhaus M, Gu W, Lled A, Fortea J, Blesa R, Barber IS,

19



70.

71.

72.

Brookes K, Cupidi C, Maletta RG, Carrell D, Sorbi S, Moebus S, Urbano M, Pilotto A, Kornhuber J, Bosco P,
Todd S, Craig D, Johnston J, Gill M, Lawlor B, Lynch A, Fox NC, Hardy J; ARUK Consortium., Albin RL,
Apostolova LG, Arnold SE, Asthana S, Atwood CS, Baldwin CT, Barnes LL, Barral S, Beach TG, Becker JT,
Bigio EH, Bird TD, Boeve BF, Bowen JD, Boxer A, Burke JR, Burns JM, Buxbaum JD, Cairns NJ, Cao C,
Carlson CS, Carlsson CM, Carney RM, Carrasquillo MM, Carroll SL, Diaz CC, Chui HC, Clark DG, Cribbs DH,
Crocco EA, DeCarli C, Dick M, Duara R, Evans DA, Faber KM, Fallon KB, Fardo DW, Farlow MR, Ferris S,
Foroud TM, Galasko DR, Gearing M, Geschwind DH, Gilbert JR, Graff-Radford NR, Green RC, Growdon
JH, Hamilton RL, Harrell LE, Honig LS, Huentelman MJ, Hulette CM, Hyman BT, Jarvik GP, Abner E, Jin LW,
Jun G, Karydas A, Kaye JA, Kim R, Kowall NW, Kramer JH, LaFerla FM, Lah JJ, Leverenz JB, Levey Al, Li G,
Lieberman AP, Lunetta KL, Lyketsos CG, Marson DC, Martiniuk F, Mash DC, Masliah E, McCormick WC,
McCurry SM, McDavid AN, McKee AC, Mesulam M, Miller BL, Miller CA, Miller JW, Morris JC, Murrell JR,
Myers AJ, O'Bryant S, Olichney JM, Pankratz VS, Parisi JE, Paulson HL, Perry W, Peskind E, Pierce A, Poon
WW, Potter H, Quinn JF, Raj A, Raskind M, Reisberg B, Reitz C, Ringman JM, Roberson ED, Rogaeva E,
Rosen HJ, Rosenberg RN, Sager MA, Saykin AJ, Schneider JA, Schneider LS, Seeley WW, Smith AG,
Sonnen JA, Spina S, Stern RA, Swerdlow RH, Tanzi RE, Thornton-Wells TA, Trojanowski JQ, Troncoso JC,
Van Deerlin VM, Van Eldik LJ, Vinters HV, Vonsattel JP, Weintraub S, Welsh-Bohmer KA, Wilhelmsen KC,
Williamson J, Wingo TS, Woltjer RL, Wright CB, Yu CE, Yu L, Garzia F, Golamaully F, Septier G,
Engelborghs S, Vandenberghe R, De Deyn PP, Fernadez CM, Benito YA, Thonberg H, Forsell C, Lilius L,
Kinhult-Stahlbom A, Kilander L, Brundin R, Concari L, Helisalmi S, Koivisto AM, Haapasalo A, Dermecourt
V, Fievet N, Hanon O, Dufouil C, Brice A, Ritchie K, Dubois B, Himali JJ, Keene CD, Tschanz J, Fitzpatrick
AL, Kukull WA, Norton M, Aspelund T, Larson EB, Munger R, Rotter JI, Lipton RB, Bullido MJ, Hofman A,
Montine TJ, Coto E, Boerwinkle E, Petersen RC, Alvarez V, Rivadeneira F, Reiman EM, Gallo M, O'Donnell
CJ, Reisch JS, Bruni AC, Royall DR, Dichgans M, Sano M, Galimberti D, St George-Hyslop P, Scarpini E,
Tsuang DW, Mancuso M, Bonuccelli U, Winslow AR, Daniele A, Wu CK; GERAD/PERADES, CHARGE,
ADGC, EADL., Peters O, Nacmias B, Riemenschneider M, Heun R, Brayne C, Rubinsztein DC, Bras J,
Guerreiro R, Al-Chalabi A, Shaw CE, Collinge J, Mann D, Tsolaki M, Clarimén J, Sussams R, Lovestone S,
O'Donovan MC, Owen MJ, Behrens TW, Mead S, Goate AM, Uitterlinden AG, Holmes C, Cruchaga C,
Ingelsson M, Bennett DA, Powell J, Golde TE, Graff C, De Jager PL, Morgan K, Ertekin-Taner N,
Combarros O, Psaty BM, Passmore P, Younkin SG, Berr C, Gudnason V, Rujescu D, Dickson DW, Dartigues
JF, DeStefano AL, Ortega-Cubero S, Hakonarson H, Campion D, Boada M, Kauwe JK, Farrer LA, Van
Broeckhoven C, Ikram MA, Jones L, Haines JL, Tzourio C, Launer LJ, Escott-Price V, Mayeux R, Deleuze JF,
Amin N, Holmans PA, Pericak-Vance MA, Amouyel P, van Duijn CM, Ramirez A, Wang LS, Lambert JC,
Seshadri S, Williams J, Schellenberg GD. Rare coding variants in PLCG2, ABI3, and TREM2 implicate
microglial-mediated innate immunity in Alzheimer's disease. Nat Genet. 2017 Sep;49(9):1373-1384. doi:
10.1038/ng.3916. Epub 2017 Jul 17. PubMed PMID: 28714976.

Nandakumar P, Tin A, Grove ML, Ma J, Boerwinkle E, Coresh J, Chakravarti A. MicroRNAs in the miR-17
and miR-15 families are downregulated in chronic kidney disease with hypertension. PLoS One. 2017
Aug 3;12(8):e0176734. doi: 10.1371/journal.pone.0176734. eCollection 2017. PubMed PMID: 28771472,
PubMed Central PMCID: PMC5542606.

Tin A, Scharpf R, Estrella MM, Yu B, Grove ML, Chang PP, Matsushita K, Kéttgen A, Arking DE,
Boerwinkle E, Le TH, Coresh J, Grams ME. The Loss of GSTM1 Associates with Kidney Failure and Heart
Failure. J Am Soc Nephrol. 2017 Jul 18. pii: ASN.2017030228. doi: 10.1681/ASN.2017030228. [Epub
ahead of print] PubMed PMID: 28720685.

Samms-Vaughan M, Rahbar MH, Dickerson AS, Loveland KA, Hessabi M, Pearson DA, Bressler J,
Shakespeare-Pellington S, Grove ML, Coore-Desai C, Reece J, Boerwinkle E. The Diagnosis of Autism and

20



73.

74.

75.

Autism Spectrum Disorder in Low- and Middle-Income Countries: Experience from Jamaica. Autism.
2017 Jul;21(5):564-572. doi: 10.1177/1362361317698938. Epub 2017 Apr 1. PMID: 28367671.

Nandakumar P, Lee D, Richard MA, Tekola-Ayele F, Tayo BO, Ware E, Sung YJ, Salako B, Ogunniyi A, Gu
CC, Grove ML, Fornage M, Kardia S, Rotima C, Cooper RS, Morrison AC, Ehret G, Chakravarti A. Rare
coding variants associated with blood pressure variation in 15914 individuals of African ancestry. J
Hypertens. 2017 Feb 22. PMID: 28234671 PMCID: PM(C5451310 DOI: 10.1097/HJH.0000000000001319

Zhang Y, Guallar E, Ashar FN, Longchamps RJ, Castellani CA, Lane J, Grove ML, Coresh J, Sotoodehnia N,
Ilkhanoff L, Boerwinkle E, Pankratz N, Arking DE. Association between mitochondrial DNA copy humber
and sudden cardiac death: findings from the Atherosclerosis Risk in Communities study (ARIC). Eur Heart
J. 2017 Jun 30. doi: 10.1093/eurheartj/ehx354. [Epub ahead of print] PubMed PMID: 29020391.

Marouli E, Graff M, Medina-Gomez C, Lo KS, Wood AR, Kjaer TR, Fine RS, Lu Y, Schurmann C, Highland
HM, Rieger S, Thorleifsson G, Justice AE, Lamparter D, Stirrups KE, Turcot V, Young KL, Winkler TW, Esko
T, Karaderi T, Locke AE, Masca NG, Ng MC, Mudgal P, Rivas MA, Vedantam S, Mahajan A, Guo X,
Abecasis G, Aben KK, Adair LS, Alam DS, Albrecht E, Allin KH, Allison M, Amouyel P, Appel EV, Arveiler D,
Asselbergs FW, Auer PL, Balkau B, Banas B, Bang LE, Benn M, Bergmann S, Bielak LF, Bliiher M, Boeing H,
Boerwinkle E, Boger CA, Bonnycastle LL, Bork-Jensen J, Bots ML, Bottinger EP, Bowden DW, Brandslund
I, Breen G, Brilliant MH, Broer L, Burt AA, Butterworth AS, Carey DJ, Caulfield MJ, Chambers JC, Chasman
DI, Chen YI, Chowdhury R, Christensen C, Chu AY, Cocca M, Collins FS, Cook JP, Corley J, Galbany JC, Cox
AJ, Cuellar-Partida G, Danesh J, Davies G, de Bakker PI, de Borst GJ, de Denus S, de Groot MC, de
Mutsert R, Deary IJ, Dedoussis G, Demerath EW, den Hollander Al, Dennis JG, Di Angelantonio E, Drenos
F, Du M, Dunning AM, Easton DF, Ebeling T, Edwards TL, Ellinor PT, Elliott P, Evangelou E, Farmaki AE,
Faul JD, Feitosa MF, Feng S, Ferrannini E, Ferrario MM, Ferrieres J, Florez JC, Ford |, Fornage M, Franks
PW, Frikke-Schmidt R, Galesloot TE, Gan W, Gandin |, Gasparini P, Giedraitis V, Giri A, Girotto G, Gordon
SD, Gordon-Larsen P, Gorski M, Grarup N, Grove ML, Gudnason V, Gustafsson S, Hansen T, Harris KM,
Harris TB, Hattersley AT, Hayward C, He L, Heid IM, Heikkild K, Helgeland @, Hernesniemi J, Hewitt AW,
Hocking LJ, Hollensted M, Holmen OL, Hovingh GK, Howson JM, Hoyng CB, Huang PL, Hveem K, Ikram
MA, Ingelsson E, Jackson AU, Jansson JH, Jarvik GP, Jensen GB, Jhun MA, Jia VY, Jiang X, Johansson S,
Jgrgensen ME, Jgrgensen T, Jousilahti P, Jukema JW, Kahali B, Kahn RS, Kdhénen M, Kamstrup PR,
Kanoni S, Kaprio J, Karaleftheri M, Kardia SL, Karpe F, Kee F, Keeman R, Kiemeney LA, Kitajima H, Kluivers
KB, Kocher T, Komulainen P, Kontto J, Kooner JS, Kooperberg C, Kovacs P, Kriebel J, Kuivaniemi H, Kiiry S,
Kuusisto J, La Bianca M, Laakso M, Lakka TA, Lange EM, Lange LA, Langefeld CD, Langenberg C, Larson
EB, Lee IT, Lehtimaki T, Lewis CE, Li H, Li J, Li-Gao R, Lin H, Lin LA, Lin X, Lind L, Lindstrém J, Linneberg A,
LiuY, Liu Y, Lophatananon A, Luan J, Lubitz SA, Lyytikdinen LP, Mackey DA, Madden PA, Manning AK,
Mannisto S, Marenne G, Marten J, Martin NG, Mazul AL, Meidtner K, Metspalu A, Mitchell P, Mohlke KL,
Mook-Kanamori DO, Morgan A, Morris AD, Morris AP, Miller-Nurasyid M, Munroe PB, Nalls MA, Nauck
M, Nelson CP, Neville M, Nielsen SF, Nikus K, Njglstad PR, Nordestgaard BG, Ntalla I, O'Connel JR, Oksa
H, Loohuis LM, Ophoff RA, Owen KR, Packard CJ, Padmanabhan S, Palmer CN, Pasterkamp G, Patel AP,
Pattie A, Pedersen O, Peissig PL, Peloso GM, Pennell CE, Perola M, Perry JA, Perry JR, Person TN, Pirie A,
Polasek O, Posthuma D, Raitakari OT, Rasheed A, Rauramaa R, Reilly DF, Reiner AP, Renstrom F, Ridker
PM, Rioux JD, Robertson N, Robino A, Rolandsson O, Rudan |, Ruth KS, Saleheen D, Salomaa V, Samani
NJ, Sandow K, Sapkota Y, Sattar N, Schmidt MK, Schreiner PJ, Schulze MB, Scott RA, Segura-Lepe MP,
Shah S, Sim X, Sivapalaratnam S, Small KS, Smith AV, Smith JA, Southam L, Spector TD, Speliotes EK, Starr
JM, Steinthorsdottir V, Stringham HM, Stumvoll M, Surendran P, 't Hart LM, Tansey KE, Tardif JC, Taylor
KD, Teumer A, Thompson DJ, Thorsteinsdottir U, Thuesen BH, Ténjes A, Tromp G, Trompet S, Tsafantakis
E, Tuomilehto J, Tybjaerg-Hansen A, Tyrer JP, Uher R, Uitterlinden AG, Ulivi S, van der Laan SW, Van Der

21



76.

Leij AR, van Duijn CM, van Schoor NM, van Setten J, Varbo A, Varga TV, Varma R, Edwards DR,
Vermeulen SH, Vestergaard H, Vitart V, Vogt TF, Vozzi D, Walker M, Wang F, Wang CA, Wang S, Wang Y,
Wareham NJ, Warren HR, Wessel J, Willems SM, Wilson JG, Witte DR, Woods MO, Wu Y, Yaghootkar H,
Yao J, Yao P, Yerges-Armstrong LM, Young R, Zeggini E, Zhan X, Zhang W, Zhao JH, Zhao W, Zhao W,
Zheng H, Zhou W; EPIC-InterAct Consortium; CHD Exome+ Consortium; ExomeBP Consortium; T2D-
Genes Consortium; GoT2D Genes Consortium; Global Lipids Genetics Consortium; ReproGen
Consortium; MAGIC Investigators, Rotter JI, Boehnke M, Kathiresan S, McCarthy M, Willer CJ,
Stefansson K, Borecki IB, Liu DJ, North KE, Heard-Costa NL, Pers TH, Lindgren CM, Oxvig C, Kutalik Z,
Rivadeneira F, Loos RJ, Frayling TM, Hirschhorn JN, Deloukas P, Lettre G. Rare and low-frequency coding
variants alter human adult height. Nature. 2017 Feb 9;542(7640):186-190. doi: 10.1038/nature21039.
Epub 2017 Feb 1. PMID: 28146470

Li M, Li Y, Weeks O, Mijatovic V, Teumer A, Huffman JE, Tromp G, Fuchsberger C, Gorski M, Lyytikdinen
LP, Nutile T, Sedaghat S, Sorice R, Tin A, Yang Q, Ahluwalia TS, Arking DE, Bihlmeyer NA, Boger CA,
Carroll RJ, Chasman DI, Cornelis MC, Dehghan A, Faul JD, Feitosa MF, Gambaro G, Gasparini P, Giulianini
F, Heid I, Huang J, Imboden M, Jackson AU, Jeff J, Jhun MA, Katz R, Kifley A, Kilpeldinen TO, Kumar A,
Laakso M, Li-Gao R, Lohman K, Lu Y, Magi R, Malerba G, Mihailov E, Mohlke KL, Mook-Kanamori DO,
Robino A, Ruderfer D, Salvi E, Schick UM, Schulz CA, Smith AV, Smith JA, Traglia M, Yerges-Armstrong
LM, Zhao W, Goodarzi MO, Kraja AT, Liu C, Wessel J, CHARGE Glycemic-T2D Working Group, CHARGE
Blood Pressure Working Group, Boerwinkle E, Borecki IB, Bork-Jensen J, Bottinger EP, Braga D,
Brandslund I, Brody JA, Campbell A, Carey DJ, Christensen C, Coresh J, Crook E, Curhan GC, Cusi D, de
Boer IH, de Vries AP, Denny JC, Devuyst O, Dreisbach AW, Endlich K, Esko T, Franco OH, Fulop T, Gerhard
GS, Glimer C, Gottesman O, Grarup N, Gudnason V, Harris TB, Hayward C, Hocking L, Hofman A, Hu FB,
Husemoen LL, Jackson RD, Jgrgensen T, Jgrgensen ME, Kdhonen M, Kardia SL, Kénig W, Kooperberg C,
Kriebel J, Launer L, Lauritzen T, Lehtimaki T, Levy D, Linksted P, Linneberg A, Liu Y, Loos RJ, Lupo A,
Meisinger C, Melander O, Metspalu A, Mitchell P, Nauck M, Niirnberg P, Orho-Melander M, Parsa A,
Pedersen O, Peters A, Peters U, Polasek O, Porteous D, Probst-Hensch NM, Psaty BM, Qi L, Raitakari OT,
Reiner AP, Rettig R, Ridker PM, Rivadeneira F, Rossouw JE, Schmidt F, Siscovick D, Soranzo N, Strauch K,
Toniolo D, Turner ST, Uitterlinden AG, Ulivi S, Velayutham D, Vélker U, Volzke H, Waldenberger M, Wang
JJ, Weir DR, Witte D, Kuivaniemi H, Fox CS, Franceschini N, Goessling W, Kéttgen A, Chu AY.

Collaborators: Wessel J, Chu AY, Willems SM, Wang S, Yaghootkar H, Brody JA, Dauriz M, Hivert MF,
Raghavan S, Lipovich L, Hidalgo B, Fox K, Huffman JE, An P, Lu Y, Rasmussen-Torvik LJ, Grarup N, Ehm
MG, Baldridge AS, Stancakova A, Abrol R, Besse C, Boland A, Bork-Jensen J, Fornage M, Freitag DF,
Garcia ME, Guo X, Hara K, Isaacs A, Jakobsdottir J, Lange LA, Layton JC, Li M, Zhao JH, Meidtner K,
Morrison AC, Nalls MA, Peters MJ, Sabater-Lleal M, Schurmann C, Silveira A, Smith AV, Southam L,
Stoiber MH, Strawbridge RJ, Taylor KD, Varga TV, Allin KH, Amin N, Aponte JL, Aung T, Barbieri C,
Bihimeyer NA, Boehnke M, Bombieri C, Bowden DW, Burns SM, Chen Y, Chen YD, Cheng CY, Correa A,
Czajkowski J, Dehghan A, Ehret GB, Eiriksdottir G, Escher SA, Farmaki AE, Franberg M, Gambaro G,
Giulianini F, Goddard WA 3rd, Goel A, Gottesman O, Grove ML, Gustafsson S, Hai Y, Hallmans G, Heo J,
Hoffmann P, lkram MK, Jensen RA, Jgrgensen ME, Jgrgensen T, Karaleftheri M, Khor CC, Kirkpatrick A,
Kraja AT, Kuusisto J, Lange EM 1st, Lee T, Lee WJ, Leong A, Liao J, Liu C, Liu Y, Lindgren CM, Linneberg A,
Malerba G, Mamakou V, Marouli E, Maruthur NM, Matchan A, McKean-Cowdin R, McLeod O, Metcalf
GA, Mohlke KL, Muzny DM, Ntalla |, Palmer ND, Pasko D, Peter A, Rayner NW, Renstroom F, Rice K, Sala
CF, Sennblad B, Serafetinidis I, Smith JA, Soranzo N, Speliotes EK, Stahl EA, Stirrups K, Tentolouris N,
Thanopoulou A, Torres M, Traglia M, Tsafantakis E, Javad S, Yanek LR, Zengini E, Becker DM, Bis JC,
Brown JB, Cupples LA, Hansen T, Ingelsson E, Karter AJ, Lorenzo C, Mathias RA, Norris JM, Peloso GM,
Sheu WH, Toniolo D, Vaidya D, Varma R, Wagenknecht LE, Boeing H, Bottinger EP, Dedoussis G,

22



77.

78.

2016

79.

80.

Deloukas P, Ferrannini E, Franco OH, Franks PW, Gibbs RA, Gudnason V, Hamsten A, Harris TB,
Hattersley AT, Hayward C, Hofman A, Jansson JH, Langenberg C, Launer LJ, Levy D, Oostra BA, O'Donnell
CJ, O'Rahilly S, Padmanabhan S, Pankow JS, Polasek O, Province MA, Rich SS, Ridker PM, Rudan I, Schulze
MB, Smith BH, Uitterlinden AG, Walker M, Watkins H, Wong TY, Zeggini E, Consortiumy TE, Laakso M,
Borecki IB, Chasman DI, Pedersen O, Psaty BM, Tai ES, van Duijn CM, Wareham NJ, Waterworth DM,
Boerwinkle E, Kao WH, Florez JC, Loos RJ, Wilson JG, Frayling TM, Siscovick DS, Dupuis J, Rotter JI, Meigs
JB, Scott RA, Goodarzi MO, Liu C, Kraja AT, Smith JA, Brody JA, Franceschini N, Bis JC, Rice K, Morrison
AC, LuY, Weiss S, Guo X, Palmas W, Martin LW, Chen YI, Surendran P, Drenos F, Cook JP, Auer PL, Chu
AY, Giri A, Zhao W, Jakobsdottir J, Lin LA, Stafford JM, Amin N, Mei H, Yao J, Voorman A, Larson MG,
Grove ML, Smith AV, Hwang SJ, Chen H, Huan T, Kosova G, Stitziel NO, Kathiresan S, Samani N,
Schunkert H, Deloukas P, Genetics M, Li M, Fuchsberger C, Pattaro C, Gorski M, Kooperberg C,
Papanicolaou GJ, Rossouw JE, Faul JD, Kardia SL, Bouchard C, Raffel LJ, Uitterlinden AG, Franco OH,
Vasan RS, O'Donnell CJ, Taylor KD, Liu K, Bottinger EP, Gottesman O, Daw EW, Giulianini F, Ganesh S,
Salfati E, Harris TB, Launer LJ, Dorr M, Felix SB, Rettig R, Volzke H, Kim E, Lee W/ 1st, Lee T, Sheu WH,
Tsosie KS, Edwards DR, Liu Y, Correa A, Weir DR, Volker U, Ridker PM, Boerwinkle E, Gudnason V, Reiner
AP, van Duijn CM, Borecki IB, Edwards TL, Chakravarti A, Rotter JI, Psaty BM, Loos RJ, Fornage M, Ehret
G, Newton-Cheh C, Levy D, Chasman DI. SOS2 and ACP1 Loci Identified through Large-Scale Exome Chip
Analysis Regulate Kidney Development and Function. J Am Soc Nephrol. 2017 Mar;28(3):981-994. PMID:
27920155

Mendelson MM, Marioni RE, Joehanes R, Liu C, Hedman AK, Aslibekyan S, Demerath EW, Guan W, Zhi D,
Yao C, Huan T, Willinger C, Chen B, Courchesne P, Multhaup M, Irvin MR, Cohain A, Schadt EE, Grove
ML, Bressler J, North K, Sundstréom J, Gustafsson S, Shah S, McRae AF, Harris SE, Gibson J, Redmond P,
Corley J, Murphy L, Starr JM, Kleinbrink E, Lipovich L, Visscher PM, Wray NR, Krauss RM, Fallin D,
Feinberg A, Absher DM, Fornage M, Pankow JS, Lind L, Fox C, Ingelsson E, Arnett DK, Boerwinkle E, Liang
L, Levy D, Deary 1. Association of Body Mass Index with DNA Methylation and Gene Expression in Blood
Cells and Relations to Cardiometabolic Disease: A Mendelian Randomization Approach. PLoS Med. 2017
Jan 17;14(1):e1002215. doi: 10.1371/journal.pmed.1002215. PMID: 28095459

Chouraki V, van der Lee SJ, Grenier-Boley B, Simino J, Adams H, Tosto G, White C, Terzikhan N, Cruchaga
C, Knol MJ, Li S, Schraen S, Grove ML, Satizabal CL, Amin N, Berr C, Younkin S, Gottesman RF, Buée L,
Beiser A, Knopman DS, Uitterlinden A, DeCarli C, Bressler J, DeStefano A, Dartigues JF, Yang Q,
Boerwinkle E, Tzourio C, Fornage M, lkram MA, Amouyel P, de Jager P, Reitz C, Mosley TH, Lambert JC,
Seshadri S, van Duijn C, Alzheimer's Disease Neuroimaging Initiative. Genome-wide Association Study
Links APOEe4 and BACE1 Variants with Plasma Amyloid B Levels. bioRxiv. 2017 Jan 1, 194266.

Morrison AC, Fu YP, O'Donnell CJ; the Cohorts for Heart and Aging Research in Genomic Epidemiology
(CHARGE) Consortium Subclinical Atherosclerosis and CHD Working Group. Variants in ANGPTL4 and
the Risk of Coronary Artery Disease. N Engl ] Med. 2016 Dec 8;375(23):2303. doi:
10.1056/NEJMc1607380. PMID: 27959691

RahbarMH, Samms-Vaughan M, Pitcher MR, Bressler J, Hessabi M, Loveland KA, Christian MA, Grove
ML, Shakespeare-Pellington S, Beecher C, McLaughlin W, Boerwinkle E. Role of Metabolic Genes in
Blood Aluminum Concentrations of Jamaican Children with and without Autism Spectrum Disorder. IntJ
Environ Res Public Health. 2016 Nov 8;13(11). pii: E1095. PMID: 27834815

23



81.

82.

83.

84.

85.

Polfus LM, Boerwinkle E, Gibbs RA, Metcalf G, Muzny D, Veeraraghavan N, Grove M, Shete S, Wallace S,
Milewicz D, Hanchard N, Lupski JR, Hashmi SS, Gupta-Malhotra M. Whole-exome sequencing reveals an
inherited R566X mutation of the epithelial sodium channel B-subunit in a case of early-onset phenotype
of Liddle syndrome. Cold Spring Harb Mol Case Stud. 2016 Nov;2(6):a001255. PMID: 27900368

Rahbar MH, Samms-Vaughan M, Hessabi M, Dickerson AS, Lee M, Bressler J, Tomechko SE, Moreno EK,
Loveland KA, Desai CC, Shakespeare-Pellington S, Reece JA, Morgan R, Geiger MJ, O'Keefe ME, Grove
ML, Boerwinkle E. Concentrations of Polychlorinated Biphenyls and Organochlorine Pesticides in
Umbilical Cord Blood Serum of Newborns in Kingston, Jamaica. Int J Environ Res Public Health. 2016 Oct
21;13(10). pii: E1032. PMID: 27775677

Jakobsdottir J, van der Lee SJ, Bis JC, Chouraki V, Li-Kroeger D, Yamamoto S, Grove ML, Naj A, Vronskaya
M, Salazar JL, DeStefano AL, Brody JA, Smith AV, Amin N, Sims R, Ibrahim-Verbaas CA, Choi SH, Satizabal
CL, Lopez OL, Beiser A, lkram MA, Garcia ME, Hayward C, Varga TV, Ripatti S, Franks PW, Hallmans G,
Rolandsson O, Jansson JH, Porteous DJ, Salomaa V, Eirkisdottir G, Rice KM, Bellen HJ, Levy D,
Uitterlinden AG, Emilsson V, Rotter JI, Aspelund T, Cohorts for Heart and Aging Research in Genomic
Epidemiology consortium, Alzheimer’s Disease Genetic Consortium, Genetic and Environmental Risk in
Alzheimer’s Disease consortium, O’'Donnell CJ, Fitzpatrick AL, Launer LJ, Hofman A, Wang LS, Williams J,
Schellenberg GD, Boerwinkle E, Psaty BM, Seshadri S, Shulman JM, Gudnason V, van Duijn CM. Rare
functional variant in TM2D3 is associated with late-onset Alzheimer’s disease. PLoS Genet. 2016 Oct
20;12(10):e1006327. PMID: 27764101

Liu C, Kraja AT, Smith JA, Brody JA, Franceschini N, Bis JC, Rice K, Morrison AC, Lu Y, Weiss S, Guo X,
Palmas W, Martin LW, Chen YD, Surendran P, Drenos F, Cook JP, Auer PL, Chu AY, Giri A, Zhao W,
Jakobsdottir J, Lin LA, Stafford JM, Amin N, Mei H, Yao J, Voorman A; CHD Exome+ Consortium;
ExomeBP Consortium; GoT2DGenes Consortium; T2D-GENES Consortium, Larson MG, Grove ML, Smith
AV, Hwang SJ, Chen H, Huan T, Kosova G, Stitziel NO, Kathiresan S, Samani N, Schunkert H, Deloukas P;
Myocardial Infarction Genetics and CARDIoGRAM Exome Consortia, Li M, Fuchsberger C, Pattaro C,
Gorski M; CKDGen Consortium, Kooperberg C, Papanicolaou GJ, Rossouw JE, Faul JD, Kardia SL,
Bouchard C, Raffel LJ, Uitterlinden AG, Franco OH, Vasan RS, O'Donnell CJ, Taylor KD, Liu K, Bottinger EP,
Gottesman O, Daw EW, Giulianini F, Ganesh S, Salfati E, Harris TB, Launer LJ, Dorr M, Felix SB, Rettig R,
Volzke H, Kim E, Lee WJ, Lee IT, Sheu WH, Tsosie KS, Edwards DR, Liu Y, Correa A, Weir DR, Vélker U,
Ridker PM, Boerwinkle E, Gudnason V, Reiner AP, van Duijn CM, Borecki IB, Edwards TL, Chakravarti A,
Rotter JI, Psaty BM, Loos RJ, Fornage M, Ehret GB, Newton-Cheh C, Levy D, Chasman DI. Meta-analysis
identifies common and rare variants influencing blood pressure and overlapping with metabolic trait
loci. Nat Genet. 2016 Oct;48(10):1162-70. Epub 2016 Sep 12. PMID: 27618448

Joehanes R, Just AC, Marioni RE, Pilling LC, Reynolds LM, Mandaviya PR, Guan W, Xu T, Elks CE,
Aslibekyan S, Moreno-Macias H, Smith JA, Brody JA, Dhingra R, Yousefi P, Pankow JS, Kunze S, Shah S,
McRae AF, Lohman K, Sha J, Absher DM, Ferrucci L, Zhao W, Demerath EW, Bressler J, Grove ML, Huan
T, Liu C, Mendelson MM, Yao C, Kiel DP, Peters A, Wang-Sattler R, Visscher PM, Wray NR, Starr JM, Ding
J, Rodriguez CJ, Wareham NJ, Irvin MR, Zhi D, Barrdahl M, Vineis P, Ambatipudi S, Uitterlinden AG,
Hofman A, Schwartz J, Colicino E, Hou L, Vokonas PS, Hernandez DG, Singleton AB, Bandinelli S, Turner
ST, Ware EB, Smith AK, Klengel T, Binder EB, Psaty BM, Taylor KD, Gharib SA, Swenson BR, Liang L,
DeMeo DL, O'Connor GT, Herceg Z, Ressler KJ, Conneely KN, Sotoodehnia N, Kardia SL, Melzer D,
Baccarelli AA, van Meurs JB, Romieu |, Arnett DK, Ong KK, Liu Y, Waldenberger M, Deary 1J, Fornage M,
Levy D, London SJ. Epigenetic Signatures of Cigarette Smoking. Circ Cardiovasc Genet. 2016
Oct;9(5):436-447. Epub 2016 Sep 20. PMID: 27651444

24



86.

87.

88.

89.

90.

2015

91.

92.

Guo DC, Grove ML, Prakash SK, Eriksson P, Hostetler EM, LeMaire SA, Body SC, Shalhub S, Estrera AL,
Safi HJ, Regalado ES, Zhou W, Mathis MR; GenTAC Investigators; BAVCon Investigators, Eagle KA, Yang B,
Willer CJ, Boerwinkle E, Milewicz DM. Genetic Variants in LRP1 and ULK4 Are Associated with Acute
Aortic Dissections. Am J Hum Genet. 2016 Sep 1;99(3):762-9. Epub 2016 Aug 25

CHARGE Consortium Hematology Working Group, Pankratz N, Schick UM, Zhou Y, Zhou W, Ahluwalia TS,
Allende ML, Auer PL, Bork-Jensen J, Brody JA, Chen MH, Clavo V, Eicher JD, Grarup N, Hagedorn EJ, Hu B,
Hunker K, Johnson AD, Leusink M, Lu Y, Lyytikdinen LP, Manichaikul A, Marioni RE, Nalls MA, Pazoki R,
Smith AV, van Rooij FJ, Yang ML, Zhang X, Zhang Y, Asselbergs FW, Boerwinkle E, Borecki IB, Bottinger
EP, Cushman M, de Bakker PI, Deary IJ, Dong L, Feitosa MF, Floyd JS, Franceschini N, Franco OH, Garcia
ME, Grove ML, Gudnason V, Hansen T, Harris TB, Hofman A, Jackson RD, Jia J, Kihonen M, Launer LJ,
Lehtiméki T, Liewald DC, Linneberg A, Liu Y, Loos RJ, Nguyen VM, Numans ME, Pedersen O, Psaty BM,
Raitakari OT, Rich SS, Rivadeneira F, Di Sant AM, Rotter JI, Starr JM, Taylor KD, Thuesen BH, Tracy RP,
Uitterlinden AG, Wang J, Wang J, Dehghan A, Huo Y, Cupples LA, Wilson JG, Proia RL, Zon LI, O'Donnell
CJ, Reiner AP, Ganesh SK. Meta-analysis of rare and common exome chip variants identifies S1PR4 and
other loci influencing blood cell traits. Nat Genet. 2016 Aug;48(8):867-76. Epub 2016 Jul 11. PMID:
27399967

Wu C, Demerath EW, Pankow JS, Bressler J, Fornage M, Grove ML, Chen W, Guan W. Imputation of
missing covariate values in epigenome-wide analysis of DNA methylation data. Epigenetics.
2016;11(2):132-9. Epub 2016 Feb 18. PMID: 26890800

Tin A, Grams ME, Ashar FN, Lane JA, Rosenberg AZ, Grove ML, Boerwinkle E, Selvin E, Coresh J, Pankratz
N, Arking DE. Association between Mitochondrial DNA Copy Number in Peripheral Blood and Incident
CKD in the Atherosclerosis Risk in Communities Study. J Am Soc Nephrol. 2016 Aug;27(8):2467-73. Epub
2016 Jan 21. PMID: 26794963

Kapoor A, Bakshy K, Xu L, Nandakumar P, Lee D, Boerwinkle E, Grove ML, Arking DE, Chakravarti A. Rare
coding TTN variants are associated with electrocardiographic QT interval in the general population. Sci
Rep. 2016 Jun 20;6:28356. PMID: 27321809

Campbell IM, Gambin T, Jhangiani SN, Grove ML, Veeraraghavan N, Muzny DM, Shaw CA, Gibbs RA,
Boerwinkle E, Yu F, Lupski JR. Multiallelic Positions in the Human Genome: Challenges for Genetic
Analyses. Hum Mutat. 2016 Mar;37(3):231-4. Epub 2015 Dec 31. PMID: 26670213

Day FR, Ruth KS, Thompson DJ, Lunetta KL, Pervjakova N, Chasman DI, Stolk L, Finucane HK, Sulem P,
Bulik-Sullivan B, Esko T, Johnson AD, Elks CE, Franceschini N, He C, Altmaier E, Brody JA, Franke LL,
Huffman JE, Keller MF, McArdle PF, Nutile T, Porcu E, Robino A, Rose LM, Schick UM, Smith JA, Teumer
A, Traglia M, Vuckovic D, Yao J, Zhao W, Albrecht E, Amin N, Corre T, Hottenga JJ, Mangino M, Smith AV,
Tanaka T, Abecasis GR, Andrulis IL, Anton-Culver H, Antoniou AC, Arndt V, Arnold AM, Barbieri C,
Beckmann MW, Beeghly-Fadiel A, Benitez J, Bernstein L, Bielinski SJ, Blomqvist C, Boerwinkle E,
Bogdanova NV, Bojesen SE, Bolla MK, Borresen-Dale AL, Boutin TS, Brauch H, Brenner H, Briining T,
Burwinkel B, Campbell A, Campbell H, Chanock SJ, Chapman JR, Chen YD, Chenevix-Trench G, Couch FJ,
Coviello AD, Cox A, Czene K, Darabi H, De Vivo |, Demerath EW, Dennis J, Devilee P, Doérk T, Dos-Santos-
Silva I, Dunning AM, Eicher JD, Fasching PA, Faul JD, Figueroa J, Flesch-Janys D, Gandin |, Garcia ME,
Garcia-Closas M, Giles GG, Girotto GG, Goldberg MS, Gonzalez-Neira A, Goodarzi MO, Grove ML,
Gudbjartsson DF, Guénel P, Guo X, Haiman CA, Hall P, Hamann U, Henderson BE, Hocking LJ, Hofman A,

25



93.

94.

95.

Homuth G, Hooning MJ, Hopper JL, Hu FB, Huang J, Humphreys K, Hunter DJ, Jakubowska A, Jones SE,
Kabisch M, Karasik D, Knight JA, Kolcic I, Kooperberg C, Kosma VM, Kriebel J, Kristensen V, Lambrechts D,
Langenberg C, Li J, Li X, Lindstrom S, Liu Y, Luan J, Lubinski J, Magi R, Mannermaa A, Manz J, Margolin S,
Marten J, Martin NG, Masciullo C, Meindl A, Michailidou K, Mihailov E, Milani L, Milne RL, Miiller-
Nurasyid M, Nalls M, Neale BM, Nevanlinna H, Neven P, Newman AB, Nordestgaard BG, Olson JE,
Padmanabhan S, Peterlongo P, Peters U, Petersmann A, Peto J, Pharoah PD, Pirastu NN, Pirie A, Pistis G,
Polasek O, Porteous D, Psaty BM, Pylkés K, Radice P, Raffel LJ, Rivadeneira F, Rudan I, Rudolph A,
Ruggiero D, Sala CF, Sanna S, Sawyer EJ, Schlessinger D, Schmidt MK, Schmidt F, Schmutzler RK,
Schoemaker MJ, Scott RA, Seynaeve CM, Simard J, Sorice R, Southey MC, Stéckl D, Strauch K, Swerdlow
A, Taylor KD, Thorsteinsdottir U, Toland AE, Tomlinson |, Truong T, Tryggvadottir L, Turner ST, Vozzi D,
Wang Q, Wellons M, Willemsen G, Wilson JF, Winqvist R, Wolffenbuttel BB, Wright AF, Yannoukakos D,
Zemunik T, Zheng W, Zygmunt M, Bergmann S, Boomsma DI, Buring JE, Ferrucci L, Montgomery GW,
Gudnason V, Spector TD, van Duijn CM, Alizadeh BZ, Ciullo M, Crisponi L, Easton DF, Gasparini PP, Gieger
C, Harris TB, Hayward C, Kardia SL, Kraft P, McKnight B, Metspalu A, Morrison AC, Reiner AP, Ridker PM,
Rotter JI, Toniolo D, Uitterlinden AG, Ulivi S, Volzke H, Wareham NJ, Weir DR, Yerges-Armstrong LM;
PRACTICAL Consortium; kConFab Investigators; AOCS Investigators; Generation Scotland; EPIC-InterAct
Consortium; LifeLines Cohort Study, Price AL, Stefansson K, Visser JA, Ong KK, Chang-Claude J, Murabito
JM, Perry JR, Murray A. Large-scale genomic analyses link reproductive aging to hypothalamic signaling,
breast cancer susceptibility and BRCA1-mediated DNA repair. Nat Genet. 2015 Nov;47(11):1294-303.
Epub 2015 Sep 28. PMID: 26414677

Rabar MH, Samms-Vaughan M, Ma J, Bressler J, Dickerson AS, Hessabi M, Loveland KA, Grove ML,
Shakespeare-Pellington S, Beecher C, McLaughlin W, Boerwinkle E. Synergic effect of GSTP1 and blood
manganese concentrations in Autism Spectrum Disorder. Res Autism Spectr Disord. 2015 Oct 1;18:73-
82. PMID: 26309447

Olfson E, Saccone NL, Johnson EO, Chen LS, Culverhouse R, Doheny K, Foltz SM, Fox L, Gogarten SM,
Hartz S, Hetrick K, Laurie CC, Marosy B, Amin N, Arnett D, Barr RG, Bartz TM, Bertelsen S, Borecki IB,
Brown MR, Chasman DI, van Duijn CM, Feitosa MF, Fox ER, Franceschini N, Franco OH, Grove ML, Guo X,
Hofman A, Kardia SL, Morrison AC, Musani SK, Psaty BM, Rao DC, Reiner AP, Rice K, Ridker PM, Rose LM,
Schick UM, Schwander K, Uitterlinden AG, Vojinovic D, Wang JC, Ware EB, Wilson G, Yao J, Zhao W,
Breslau N, Hatsukami D, Stitzel JA, Rice J, Goate A, Bierut LJ. Rare, low frequency and common coding
variants in CHRNAS and their contribution to nicotine dependence in European and African Americans.
Mol Psychiatry. 2016 May;21(5):601-7. Epub 2015 Aug 4. PMID: 26239294

Lunetta KL, Day FR, Sulem P, Ruth KS, Tung JY, Hinds DA, Esko T, Elks CE, Altmaier E, He C, Huffman JE,
Mihailov E, Porcu E, Robino A, Rose LM, Schick UM, Stolk L, Teumer A, Thompson DJ, Traglia M, Wang
CA, Yerges-Armstrong LM, Antoniou AC, Barbieri C, Coviello AD, Cucca F, Demerath EW, Dunning AM,
Gandin I, Grove ML, Gudbjartsson DF, Hocking LJ, Hofman A, Huang J, Jackson RD, Karasik D, Kriebel J,
Lange EM, Lange LA, Langenberg C, Li X, Luan J, Magi R, Morrison AC, Padmanabhan S, Pirie A, Polasek
O, Porteous D, Reiner AP, Rivadeneira F, Rudan I, Sala CF, Schlessinger D, Scott RA, Stockl D, Visser JA,
Volker U, Vozzi D, Wilson JG, Zygmunt M; EPIC-InterAct Consortium; Generation Scotland, Boerwinkle E,
Buring JE, Crisponi L, Easton DF, Hayward C, Hu FB, Liu S, Metspalu A, Pennell CE, Ridker PM, Strauch K,
Streeten EA, Toniolo D, Uitterlinden AG, Ulivi S, Volzke H, Wareham NJ, Wellons M, Franceschini N,
Chasman DI, Thorsteinsdottir U, Murray A, Stefansson K, Murabito JM, Ong KK, Perry JR. Rare coding
variants and X-linked loci associated with age at menarche. Nat Commun. 2015 Aug 4;6:7756. Erratum
in: Nat Commun. 2015;6:10257. PMID: 26239645***

26



96.

97.

98.

99.

Aslibekyan S, Demerath EW, Mendelson M, Zhi D, Guan W, Liang L, Sha J, Pankow JS, Liu C, Irvin MR,
Fornage M, Hidalgo B, Lin LA, Thibeault KS, Bressler J, Tsai MY, Grove ML, Hopkins PN, Boerwinkle E,
Borecki IB, Ordovas JM, Levy D, Tiwari HK, Absher DM, Arnett DK. Epigenome-wide study identifies novel
methylation loci associated with body mass index and waist circumference. Obesity (Silver Spring). 2015
Jul;23(7):1493-501. PMID: 26110892

Rahbar MH, Samms-Vaughan M, Dickerson AS, Loveland KA, Ardjomand-Hessabi M, Bressler J,
Shakespeare-Pellington S, Grove ML, Boerwinkle E. Factors associated with blood lead concentrations of
children in Jamaica. J Environ Sci Health A Tox Hazard Subst Environ Eng. 2015;50(6):529-39. PMID:
25837555

Demerath EW, Guan W, Grove ML, Aslibekyan S, Mendelson M, Zhou YH, Hedman AK, Sandling JK, Li LA,
Irvin MR, Zhi D, Deloukas P, Liang L, Liu C, Bressler J, Spector TD, North K, Li Y, Absher DM, Levy D, Arnett
DK, Fornage M, Pankow JS, Boerwinkle E. Epigenome-wide association study (EWAS) of BMI, BMI change
and waist circumference in African American adults identifies multiple replicated loci. Hum Mol Genet.
2015 Aug 1;24(15):4464-79. Epub 2015 May 1. PMID: 25935004

Rahbar MH, Samms-Vaughan M, Ma J, Bressler J, Loveland KA, Hessabi M, Dickerson AS, Grove ML,
Shakespeare-Pellington S, Beecher C, McLaughlin W, Boerwinkle E. Interaction between GSTT1 and
GSTP1 allele variants as a risk modulating-factor for autism spectrum disorders. Res Autism Spectr
Disord. 2015 Apr 1;12:1-9. PMID: 25685181

100. Rahbar MH, Samms-Vaughan M, Dickerson AS, Hessabi M, Bressler J, Desai CC, Shakespeare-Pellington

S, Reece JA, Morgan R, Loveland KA, Grove ML, Boerwinkle E. Concentration of lead, mercury, cadmium,
aluminum, arsenic and manganese in umbilical cord blood of Jamaican newborns. Int J Environ Res
Public Health. 2015 Apr 23;12(5):4481-501. PMID: 25915835

101. van der Lee SJ, Holstege H, Wong TH, Jakobsdottir J, Bis JC, Chouraki V, van Rooij JG, Grove ML, Smith

AV, Amin N, Choi SH, Beiser AS, Garcia ME, van lJlcken WF, Pijnenburg YA, Louwersheimer E, Brouwer
RW, van den Hout MC, Oole E, Eirkisdottir G, Levy D, Rotter JI, Emilsson V, O'Donnell CJ, Aspelund T,
Uitterlinden AG, Launer LJ, Hofman A, Boerwinkle E, Psaty BM, DeStefano AL, Scheltens P, Seshadri S,
van Swieten JC, Gudnason V, van der Flier WM, Ikram MA, van Duijn CM. PLD3 variants in population
studies. Nature. 2015 Apr 2;520(7545):E2-3. PMID: 25832410

102. Ashar FN, Moes A, Moore AZ, Grove ML, Chaves PH, Coresh J, Newman AB, Matteini AM, Bandeen-

Roche K, Boerwinkle E, Walston JD, Arking DE. Association of mitochondrial DNA levels with frailty and
all-cause mortality. ] Mol Med (Berl). 2015 Feb;93(2):177-86. Epub 2014 Dec 4. PMID: 25471480

103. Wessel J, Chu AY, Willems SM, Wang S, Yaghootkar H, Brody JA, Dauriz M, Hivert MF, Raghavan S,

Lipovich L, Hidalgo B, Fox K, Huffman JE, An P, Lu Y, Rasmussen-Torvik LJ, Grarup N, Ehm MG, Li L,
Baldridge AS, Stancdkova A, Abrol R, Besse C, Boland A, Bork-Jensen J, Fornage M, Freitag DF, Garcia ME,
Guo X, Hara K, Isaacs A, Jakobsdottir J, Lange LA, Layton JC, Li M, Hua Zhao J, Meidtner K, Morrison AC,
Nalls MA, Peters MJ, Sabater-Lleal M, Schurmann C, Silveira A, Smith AV, Southam L, Stoiber MH,
Strawbridge RJ, Taylor KD, Varga TV, Allin KH, Amin N, Aponte JL, Aung T, Barbieri C, Bihimeyer NA,
Boehnke M, Bombieri C, Bowden DW, Burns SM, Chen Y, Chen YD, Cheng CY, Correa A, Czajkowski J,
Dehghan A, Ehret GB, Eiriksdottir G, Escher SA, Farmaki AE, Franberg M, Gambaro G, Giulianini F,
Goddard WA 3rd, Goel A, Gottesman O, Grove ML, Gustafsson S, Hai Y, Hallmans G, Heo J, Hoffmann P,
Ilkram MK, Jensen RA, Jgrgensen ME, J@rgensen T, Karaleftheri M, Khor CC, Kirkpatrick A, Kraja AT,
Kuusisto J, Lange EM, Lee IT, Lee WJ, Leong A, Liao J, Liu C, Liu Y, Lindgren CM, Linneberg A, Malerba G,

27



Mamakou V, Marouli E, Maruthur NM, Matchan A, McKean-Cowdin R, McLeod O, Metcalf GA, Mohlke
KL, Muzny DM, Ntalla I, Palmer ND, Pasko D, Peter A, Rayner NW, Renstrom F, Rice K, Sala CF, Sennblad
B, Serafetinidis I, Smith JA, Soranzo N, Speliotes EK, Stahl EA, Stirrups K, Tentolouris N, Thanopoulou A,
Torres M, Traglia M, Tsafantakis E, Javad S, Yanek LR, Zengini E, Becker DM, Bis JC, Brown JB, Cupples LA,
Hansen T, Ingelsson E, Karter AJ, Lorenzo C, Mathias RA, Norris JM, Peloso GM, Sheu WH, Toniolo D,
Vaidya D, Varma R, Wagenknecht LE, Boeing H, Bottinger EP, Dedoussis G, Deloukas P, Ferrannini E,
Franco OH, Franks PW, Gibbs RA, Gudnason V, Hamsten A, Harris TB, Hattersley AT, Hayward C, Hofman
A, Jansson JH, Langenberg C, Launer LJ, Levy D, Oostra BA, O'Donnell CJ, O'Rahilly S, Padmanabhan S,
Pankow JS, Polasek O, Province MA, Rich SS, Ridker PM, Rudan |, Schulze MB, Smith BH, Uitterlinden AG,
Walker M, Watkins H, Wong TY, Zeggini E; EPIC-InterAct Consortium, Laakso M, Borecki IB, Chasman DI,
Pedersen O, Psaty BM, Tai ES, van Duijn CM, Wareham NJ, Waterworth DM, Boerwinkle E, Kao WH,
Florez JC, Loos RJ, Wilson JG, Frayling TM, Siscovick DS, Dupuis J, Rotter JI, Meigs JB, Scott RA, Goodarzi
MO. Low-frequency and rare exome chip variants associate with fasting glucose and type 2 diabetes
susceptibility. Nat Commun. 2015 Jan 29;6:5897. PMID: 25631608

104. Huffman JE, de Vries PS, Morrison AC, Sabater-Lleal M, Kacprowski T, Auer PL, Brody JA, Chasman DI,
Chen MH, Guo X, Lin LA, Marioni RE, Muller-Nurasyid M, Yanek LR, Pankratz N, Grove ML, de Maat MP,
Cushman M, Wiggins KL, Qi L, Sennblad B, Harris SE, Polasek O, Riess H, Rivadeneira F, Rose LM, Goel A,
Taylor KD, Teumer A, Uitterlinden AG, Vaidya D, Yao J, Tang W, Levy D, Waldenberger M, Becker DM,
Folsom AR, Giulianini F, Greinacher A, Hofman A, Huang CC, Kooperberg C, Silveira A, Starr JM, Strauch
K, Strawbridge RJ, Wright AF, McKnight B, Franco OH, Zakai N, Mathias RA, Psaty BM, Ridker PM, Tofler
GH, Volker U, Watkins H, Fornage M, Hamsten A, Deary |J, Boerwinkle E, Koenig W, Rotter JI, Hayward C,
Dehghan A, Reiner AP, O'Donnell CJ, Smith NL. Rare and low-frequency variants and their association
with plasma levels of fibrinogen, FVII, FVIIl, and vWF. Blood. 2015 Sep 10;126(11):e19-29. Epub 2015 Jun
23. PMID: 26105150

105. Folsom AR, Tang W, Roetker NS, Kshirsagar AV, Derebail VK, Lutsey PL, Naik R, Pankow JS, Grove ML,
Basu S, Key NS, Cushman M. Prospective study of sickle cell trait and venous thromboembolism
incidence. ) Thromb Haemost. 2015 Jan;13(1):2-9. Epub 2014 Dec 11. PMID: 25393788

2014

106. Rahbar MH, Samms-Vaughan M, Dickerson AS, Loveland KA, Ardjomand-Hessabi M, Bressler J,
Shakespeare-Pellington S, Grove ML, Pearson DA, Boerwinkle E. Blood lead concentrations in Jamaican
children with and without autism spectrum disorder. Int J Environ Res Public Health. 2014 Dec
23;12(1):83-105. PMID: 25546274

107. Naik RP, Derebail VK, Grams ME, Franceschini N, Auer PL, Peloso GM, Young BA, Lettre G, Peralta CA,
Katz R, Hyacinth HI, Quarells RC, Grove ML, Bick AG, Fontanillas P, Rich SS, Smith JD, Boerwinkle E,
Rosamond WD, Ito K, Lanzkron S, Coresh J, Correa A, Sarto GE, Key NS, Jacobs DR, Kathiresan S, Bibbins-
Domingo K, Kshirsagar AV, Wilson JG, Reiner AP. Association of sickle cell trait with chronic kidney
disease and albuminuria in African Americans. JAMA. 2014 Nov 26;312(20):2115-25. PMID: 25393378

108. Caughey MC, Loehr LR, Key NS, Derebail VK, Gottesman RF, Kshirsagar AV, Grove ML, Heiss G. Sickle
cell trait and incident ischemic stroke in the Atherosclerosis Risk in Communities study. Stroke. 2014

Oct;45(10):2863-7. Epub 2014 Aug 19. PMID: 25139879. PMCID: PMC4174726.

109. Rahbar MH, Samms-Vaughan M, Dickerson AS, Loveland KA, Ardjomand-Hessabi M, Bressler J, Lee M,
Shakespeare-Pellington S, Grove ML, Pearson DA, Boerwinkle E. Role of fruits, grains, and seafood

28



consumption in blood cadmium concentrations of Jamaican children with and without Autism Spectrum
Disorder. Res Autism Spectr Disord. 2014 Sep 1;8(9):1134-1145. PMID: 25089152. PMCID: PMC4114722

110. Bose M, Wu C, Pankow JS, Demerath EW, Bressler J, Fornage M, Grove ML, Mosley TH, Hicks C, North
K, Kao WH, Zhang Y, Boerwinkle E, Guan W. Evaluation of microarray-based DNA methylation
measurement using technical replicates: the Atherosclerosis Risk In Communities (ARIC) Study. BMC
Bioinformatics. 2014 Sep 19;15:312. PMID: 25239148

111. Rahbar MH, Samms-Vaughan M, Dickerson AS, Loveland KA, Ardjomand-Hessabi M, Bressler J,
Shakespeare-Pellington S, Grove ML, Pearson DA, Boerwinkle E. Blood manganese concentrations in
Jamaican children with and without autism spectrum disorders. Environ Health. 2014 Aug 23;13:69.
PMID: 25149876

112. Rahbar MH, Samms-Vaughan M, Ma J, Bressler J, Loveland KA, Ardjomand-Hessabi M, Dickerson AS,
Grove ML, Shakespeare-Pellington S, Beecher C, McLaughlin W, Boerwinkle E. Role of metabolic genes
in blood arsenic concentrations of Jamaican children with and without autism spectrum disorder. Int J
Environ Res Public Health. 2014 Aug 6;11(8):7874-95. PMID: 25101770

113. Peloso GM, Auer PL, Bis JC, Voorman A, Morrison AC, Stitziel NO, Brody JA, Khetarpal SA, Crosby JR,
Fornage M, Isaacs A, Jakobsdottir J, Feitosa MF, Davies G, Huffman JE, Manichaikul A, Davis B, Lohman K,
Joon AY, Smith AV, Grove ML, Zanoni P, Redon V, Demissie S, Lawson K, Peters U, Carlson C, Jackson RD,
Ryckman KK, Mackey RH, Robinson JG, Siscovick DS, Schreiner PJ, Mychaleckyj JC, Pankow JS, Hofman A,
Uitterlinden AG, Harris TB, Taylor KD, Stafford JM, Reynolds LM, Marioni RE, Dehghan A, Franco OH,
Patel AP, Lu Y, Hindy G, Gottesman O, Bottinger EP, Melander O, Orho-Melander M, Loos RJ, Duga S,
Merlini PA, Farrall M, Goel A, Asselta R, Girelli D, Martinelli N, Shah SH, Kraus WE, Li M, Rader DJ, Reilly
MP, McPherson R, Watkins H, Ardissino D; NHLBI GO Exome Sequencing Project, Zhang Q, Wang J, Tsai
MY, Taylor HA, Correa A, Griswold ME, Lange LA, Starr JM, Rudan |, Eiriksdottir G, Launer LJ, Ordovas IM,
Levy D, Chen YD, Reiner AP, Hayward C, Polasek O, Deary lJ, Borecki IB, Liu Y, Gudnason V, Wilson JG,
van Duijn CM, Kooperberg C, Rich SS, Psaty BM, Rotter JI, O'Donnell CJ, Rice K, Boerwinkle E, Kathiresan
S, Cupples LA. Association of low-frequency and rare coding-sequence variants with blood lipids and
coronary heart disease in 56,000 whites and blacks. Am J Hum Genet. 2014 Feb 6;94(2):223-32. PMID:
24507774

2013

114. ViraniSS, Lee VV, Brautbar A, Grove ML, Nambi V, Alam M, Elayda M, Wilson JM, Willerson JT,
Boerwinkle E, Ballantyne CM. Single nucleotide polymorphisms in cholesteryl ester transfer protein gene
and recurrent coronary heart disease or mortality in patients with established atherosclerosis. Am J
Cardiol. 2013 Nov 1;112(9):1287-92. Epub 2013 Jul 25. PMID: 23891427

115. Agopian AJ, Bhalla AD, Boerwinkle E, Finnell RH, Grove ML, Hixson JE, Shimmin LC, Sewda A, Stuart C,
Zhong Y, Zhu H, Mitchell LE. Exon sequencing of PAX3 and T (brachyury) in cases with spina bifida. Birth
Defects Res A Clin Mol Teratol. 2013 Sep;97(9):597-601. Epub 2013 Aug 2. PMID: 23913553

116. Grove ML, Yu B, Cochran BJ, Haritunians T, Bis JC, Taylor KD, Hansen M, Borecki IB, Cupples LA,
Fornage M, Gudnason V, Harris TB, Kathiresan S, Kraaij R, Launer LJ, Levy D, Liu Y, Mosley T, Peloso GM,
Psaty BM, Rich SS, Rivadeneira F, Siscovick DS, Smith AV, Uitterlinden A, van Duijn CM, Wilson JG,
O'Donnell CJ, Rotter JI, Boerwinkle E. Best practices and joint calling of the HumanExome BeadChip: the
CHARGE Consortium. PLoS One. 2013 Jul 12;8(7):e68095. Print 2013. PMID: 23874508

29



2012

117. Rahbar MH, Samms-Vaughan M, Loveland KA, Ardjomand-Hessabi M, Chen Z, Bressler J, Shakespeare-
Pellington S, Grove ML, Bloom K, Pearson DA, Lalor GC, Boerwinkle E. Seafood consumption and blood
mercury concentrations in Jamaican children with and without autism spectrum disorders. Neurotox
Res. 2013 Jan;23(1):22-38. Epub 2012 Apr 10. PMID: 22488160

118. Rahbar MH, Samms-Vaughan M, Ardjomand-Hessabi M, Loveland KA, Dickerson AS, Chen Z, Bressler J,
Shakespeare-Pellington S, Grove ML, Bloom K, Wirth J, Pearson DA, Boerwinkle E. The role of drinking
water sources, consumption of vegetables and seafood in relation to blood arsenic concentrations of
Jamaican children with and without Autism Spectrum Disorders. Sci Total Environ. 2012 Sep 1;433:362-
70. Epub 2012 Jul 20.PMID: 22819887

119. Rahbar MH, Samms-Vaughan M, Loveland KA, Pearson DA, Bressler J, Chen Z, Ardjomand-Hessabi M,
Shakespeare-Pellington S, Grove ML, Beecher C, Bloom K, Boerwinkle E. Maternal and paternal age are
jointly associated with childhood autism in Jamaica. J Autism Dev Disord. 2012 Sep;42(9):1928-38. PMID:
22230961

120. Qu HQ, Li Q, Grove ML, Lu Y, Pan JJ, Rentfro AR, Bickel PE, Fallon MB, Hanis CL, Boerwinkle E,
McCormick JB, Fisher-Hoch SP. Population-based risk factors for elevated alanine aminotransferase in a
South Texas Mexican-American population. Arch Med Res. 2012 Aug;43(6):482-8. Epub 2012 Sep 5.
PMID: 22959976

121. LiQ, Qu HQ, Rentfro AR, Grove ML, Mirza S, Lu Y, Hanis CL, Fallon MB, Boerwinkle E, Fisher-Hoch SP,
McCormick JB. PNPLA3 polymorphisms and liver aminotransferase levels in a Mexican American
population. Clin Invest Med. 2012 Aug 4;35(4):E237-45. PMID: 22863562

122. ViraniSS, Brautbar A, Lee VV, MacArthur E, Morrison AC, Grove ML, Nambi V, Frazier L, Wilson JM,
Willerson JT, Boerwinkle E, Ballantyne CM. Chromosome 9p21 single nucleotide polymorphisms are not
associated with recurrent myocardial infarction in patients with established coronary artery disease. Circ
J.2012;76(4):950-6. Epub 2012 Feb 9. PMID: 22322877

2011

123. Bell R, Herring SM, Gokul N, Monita M, Grove ML, Boerwinkle E, Doris PA. High-resolution identity by
descent mapping uncovers the genetic basis for blood pressure differences between spontaneously
hypertensive rat lines. Circ Cardiovasc Genet. 2011 Jun;4(3):223-31. Epub 2011 Mar 15. PMID: 21406686

2010

124. Sarzynski MA, Rankinen T, Sternfeld B, Grove ML, Fornage M, Jacobs DR Jr, Sidney S, Bouchard C.
Association of SNPs from 17 candidate genes with baseline symptom-limited exercise test duration and
change in duration over 20 years: The CARDIA Fitness Study. Circ Cardiovasc Genet. 2010 Dec;3(6):531-
8. Epub 2010 Oct 15. PMID: 20952631

125. North KE, Franceschini N, Avery CL, Baird L, Graff M, Leppert M, Chung JH, Zhang J, Hanis C,

Boerwinkle E, Volcik KA, Grove ML, Mosley TH, Gu C, Heiss G, Pankow JS, Couper DJ, Ballantyne CM,
Linda Kao WH, Weder AB, Cooper RS, Ehret GB, O'Connor AA, Chakravarti A, Hunt SC. Variation in the

30



checkpoint kinase 2 gene is associated with type 2 diabetes in multiple populations. Acta Diabetol. 2010
Dec;47(Suppl 1):199-207. Epub 2009 Oct 24. PMID: 19855918

126. Yang Q, Kottgen A, Dehghan A, Smith AV, Glazer NL, Chen MH, Chasman DI, Aspelund T, Eiriksdottir G,
Harris TB, Launer L, Nalls M, Hernandez D, Arking DE, Boerwinkle E, Grove ML, Li M, Kao WL, Chonchol
M, Haritunians T, Li G, Lumley T, Psaty BM, Shlipak M, Hwang SJ, Larson MG, O'Donnell CJ, Upadhyay A,
van Duijn CM, Hofman A, Rivadeneira F, Stricker B, Uitterlinden AG, Paré G, Parker AN, Ridker PM,
Siscovick DS, Gudnason V, Witteman JC, Fox CS, Coresh J. Multiple novel genetic loci influence serum
urate and their relationship with gout and cardiovascular disease risk factors. Circ Cardiovasc Genet.
2010 Dec;3(6):523-30. Epub 2010 Sep 30. PMID: 20884846

2009

127. Dmitrieva RI, Hinojos CA, Grove ML, Bell RJ, Boerwinkle E, Fornage M, Doris, PA. Genome-wide
identification of allelic expression in hypertensive rats. Circ Cardiovasc Genet. 2009 Apr;2:106-115. Epub
2009 Feb 12. PMID: PMC2760851

2008

128. Ehret GB, Morrison AC, O'Connor AA, Grove ML, Baird L, Schwander K, Weder A, Cooper RS, Rao DC,
Hunt SC, Boerwinkle E, Chakravarti A. Replication of the Wellcome Trust genome-wide association study
of essential hypertension: the Family Blood Pressure Program. Eur J Hum Genet. 2008 Dec;16(12):1507-
11. Epub 2008 Jun 4. PMID: 18523456

129. Assimes TL, Knowles JW, Priest JR, Basu A, Borchert A, Volcik KA, Grove ML, Tabor HK, Southwick A,
Tabibiazar R, Sidney S, Boerwinkle E, Go AS, Iribarren C, Hlatky MA, Fortmann SP, Myers RM, Kuhn H,
Risch N, Quertermous T. A near null variant of 12/15-LOX encoded by a novel SNP in ALOX15 and the
risk of coronary artery disease. Atherosclerosis. 2008 May;198(1):136-44. Epub 2007 Oct 23. PMID:
17959182

130. Assimes TL, Knowles JW, Priest JR, Basu A, Volcik KA, Southwick A, Tabor HK, Hartiala J, Allayee H,
Grove ML, Tabibiazar R, Sidney S, Fortmann SP, Go A, Hlatky M, Iribarren C, Boerwinkle E, Myers R, Risch
N, Quertermous T. Common polymorphisms of ALOX5 and ALOX5AP and risk of coronary artery disease.
Hum Genet 2008 May;123(4):399-408. Epub 2008 Mar 28. PMID: 18369664

131. Knowles JW, Assimes TL, Boerwinkle E, Fortmann SP, Go A, Grove ML, Hlatky M, Iribarren C, Li J, Myers
R, Risch N, Sidney S, Southwick A, Volcik KA, Quertermous T. Failure to replicate an association of SNPs
in the oxidized LDL receptor gene (OLR1) with CAD. BMC Med Genet. 2008 Apr 2;9:23. PMID: 18384690

2007

132. Grove ML, Morrison A, Folsom AR, Boerwinkle E, Hoelscher DM, Bray MS. Gene-environment
interaction and the GNB3 gene in the Atherosclerosis Risk in Communities study. Int J Obes (Lond). 2007
Jun;31(6):919-26. Epub 2007 Feb 13. PMID: 17299380

133. Muallem H, North KE, Kakoki M, Wojczynski MK, Li X, Grove M, Boerwinkle E, Wilhelmsen KC, Heiss G,
Maeda N. Quantitative effects of common genetic variations in the 3’UTR of the human LDL-receptor
gene and their associations with plasma lipid levels in the Atherosclerosis Risk in Communities Study.

31



Hum Genet. 2007 May;121(3-4):421-31. Epub 2007 Feb 2. Erratum in: Hum Genet 2007 Nov;122(3-
4):421-2. PMID: 17273844

Abstracts

1. Musfee FI, Jun G, Mitchell LE, Chen H, Guo D, Grove ML, Boerwinkle E, Milewicz DM. X-Linked Genetic
Associations in Sporadic Thoracic Aortic Aneurysm and Dissection. Circulation 146 (Suppl_1), A10884-
A10884

2. Nguyen S, Northuis CA, Guan W, Bressler J, Grove M, Xia R, Wang Z, Fernandez-Rhodes L, Justice AE, Li Y,
Whitsel E, North KE, Fornage M, Boerwinkle E, Pankow JS, Demerath EW. Epigenetic Clocks And Incident
Heart Failure: The Atherosclerosis Risk In Communities (ARIC). Circulation. 18 May 2021.
https://doi.org/10.1161/circ.143.suppl_1.033. 2021;143:A033. AHA Epidemiology and Prevention—Lifestyle
and Cardiometabolic Health, oral presentation, 2021. Virtual.

3. ChailC, Moon JY, Yu B, Chen G, Graff M, Daviglus ML, Chan QM, Thyagarajan B, Castaneda S, Grove M, Xue
X, Boerwinkle E, Kaplan R, Qi Q. Metabolomic Signatures of Sedentary Behavior and Cardiometabolic Traits
in US Hispanics/Latinos: Hispanic Community Health Study / Study of Latinos (HCHS/SOL). Circulation. 2 Mar
2020;141:A29. https://doi.org/10.1161/circ.141.suppl_1.29. AHA Epidemiology and Prevention—Lifestyle
and Cardiometabolic Health, poster, 2020. Phoenix, AZ, USA.

4. NguyenS, Guan W, Bressler J, Grove M, Palta P, Xia R, Wang Z, Fernandez-Rhodes L, Justice E, Li Y, Whitsel
EA, North KE, Fornage M, Boerwinkle E, Kucharska-Newton A, Pankow JS, Demerath EW. DNA Methylation
Measures of Aging in Midlife are Associated With Frailty Components in African American and European
American Older Adults: The Atherosclerosis Risk in Communities (ARIC) Study. Circulation. Mar
2020;141:AP271. https://doi.org/10.1161/circ.141.suppl_1.P27.

5. Nguyen S, Guan W, Bressler J, Grove M, Xia R, Wang Z. Fernandez-Rhodes LE, Justice AE, Li Y, Whitsel EA,
North KE, Fornage M, Boerwinkle E, Pankow JS, Demerath EW. Associations of an Epigenetic Biomarker of
Aging and Healthspan With BMI Status and Metabolic Health in Adult African Americans: The
Atherosclerosis Risk in Communities (ARIC) Study. Circulation 141 (Suppl_1), AP272. AHA Epidemiology and
Prevention-Lifestyle and Cardiometabolic Health, poster, 2020. Phoenix, AZ, USA.

6. ChailC, Chen G, Yu B, Grove M, Fretts AM, Daviglus ML, Garcia-Bedoya OL, Thyagarajan B, Schneiderman N,
Cai J, Kaplan R, Boerwinkle E, and Qi Q. Serum Sphingolipids and Incident Diabetes in US Hispanics/Latinos:
The Hispanic Community Health Study/Study of Latinos (HCHS/SOL). Circulation. 2 Mar 2020;141:AMP59.
https://doi.org/10.1161/circ.141.suppl_1.MP59. AHA Epidemiology and Prevention-Lifestyle and
Cardiometabolic Health, poster, 2020. Phoenix, AZ, USA.

7. Nguyen S, Guan W, Bressler J, Grove ML, Xia R, Wang Z, Fernandez-Rhodes L, Justice AE, Whitsel EA, North
KE, Fornage M, Boerwinkle E, Pankow JS, and Demerath EW. Adherence to Ideal Life’s Simple 7 Metrics is
Associated With Epigenetic Biomarkers of Aging in African Americans: The Atherosclerosis Risk in
Communities (ARIC) Study. Circulation 139 (Suppl_1), AO02. American Heart Association EPI/Lifestyle, oral
presentation, 2019. Houston, TX, USA.

8. Selvaraj S, Seidelmann S, Silvestre O, Claggett B, Ndumele C, Cheng S, Yu B, Ferenandes-Silva M, Grove M,
Boerwinkle E, Shah A, and Solomon S. Abstract 10529: HFE H63D Polymorphism and the Risk for Systemic
Hypertension, Myocardial Remodeling, and Adverse Cardiovascular Events in the ARIC Study. Circulation 138
(Suppl_1). American Heart Association, poster, 2018. Chicago, IL, USA.

32



10.

11.

12.

13.

14.

15.

16.

17.

18.

Cole JW, Jaworek T, Ryan K, Gaynor B, McArdle P, Stine OC, Aparicio H, Gao Y, Lin X, Grove ML, Kittner SJ,
Wilson JG, Yang Q, Seshadri S, Lui S, Mitchell BD, Xu H. Exome Array Analysis of Early-Onset Ischemic Stroke.
Stroke 49 (S1), AWP160. International Stroke Conference, poster, 2018. Los Angeles, CA, USA.

Nguyen S, Guan W, Wu C, Grove M, Xia R, Roetker NS, Holliday K, Hibler E, Zheng Y, Whitsel E, Bressler J,
North K, Fornage M, Boerwinkle E, Pankow J, Demerath E. Epigenome-Wide Association Study of Moderate-
Vigorous Physical Activity in Adult African Americans Identifies Loci Near HCCA2. Circulation 137 (S1), AP133.
American Heart Association EPI/Lifestyle, poster, 2018. New Orleans, LA, USA.

Christian M, Samms-Vaughan M, Lee MJ, Bressler J, Hessabi M, Grove ML, Shakespeare-Pellington S, Coore
Desai C, Reece J-A, Loveland KA, Boerwinkle E, Rahbar MH. Maternal Exposures Associated with Autism
Spectrum Disorder in Jamaica. 2018. Rotterdam, Netherlands. INSAR 2018 Annual Meeting (formerly
IMFAR), May 9 - May 12, 2018.

Rahbar MH, Samms-Vaughan M, Lee MJ, Christian M, Bressler J, Hessabi M, Grove ML, Shakespeare-
Pellington S, Coore Desai C, Reece J-A, Loveland KA, Boerwinkle E. Interaction between Manganese and
GSTP1 in relation to Autism Spectrum Disorder while controlling for exposure to mixture of Lead, Mercury,
Arsenic, and Cadmium. 2018. Rotterdam, Netherlands. INSAR 2018 Annual Meeting (formerly IMFAR), May 9
- May 12, 2018.

Reyes ME, Ma J, Grove ML, Ater JL, Morrison AC, Hildebrandt MAT. RNAseq hiPSC-cardiomyocytes reveals
altered expression of DNA damage and cell cycle genes in response to doxorubicin. Proceedings of the
American Association for Cancer Research Annual Meeting 2017; 2017 Apr 1-5; Washington, DC.
Philadelphia (PA): AACR; Cancer Res 2017;77(13 Suppl):Abstract nr 4086. doi:10.1158/1538-7445.AM2017-
4086.

Cole JW, Jaworek T, Ryan K, McArdle P, Dave T, Stine OC, Cheng Y, Aparicio H, Yang Q, Mei H, Grove ML,
Flaherty M, Kittner SJ, Wilson JG, Seshadri S, Mitchell BD, Xu H. An Exome Array Analysis of Ischemic Stroke
in the Genetics of Early Onset Stroke Study. Stroke, 48:A56. International Stroke Conference, presentation,
2017. Houston, TX, 2017.

Raina A, Zhao X, Bressler J, Gottesman RF, Grove ML, Guan W, Pankow JS, Boerwinkle E, Mosley TH, Fornage
M. Cerebral Small Vessel Disease and the Epigenetic Clock: The Atherosclerosis Risk in Communities Study.
Circulation 133 (S1), AMP25. American Heart Association EPI/Lifestyle, poster, 2016. Phoenix, AZ, USA.

Nguyen S*, Guan W, Grove ML, Bressler J, Li Y, Fornage M, Boerwinkle E, North KE, Pankow JS, Demerath
EW. Adiposity-related DNA Methylation as a Predictor of Coronary Heart Disease in Adult African Americans:
The Atherosclerosis Risk in Communities Study. Circulation 133 (S1), AMP25. American Heart Association
EPI/Lifestyle, presentation, 2016. Phoenix, AZ, USA.

*Roger R. Williams Award for Genetic Epidemiology and the Prevention and Treatment of Atherosclerosis

Daver R, Shewale J, Lindsay B, Oundo J, Antonio M, Panchalingam S, Saha D, Breiman RF, Volcik K, Grove ML,
Stine OC, Kaper J, Levine M, Kotloff K, Nataro J, Okhuysen P. 768Host Gene Polymorphisms and
Susceptibility to Viral Enteropathogens in Children Living in The Gambia and Kenya. Open Forum Infectious
Diseases 1 (S1), S216-S217. Infectious Diseases Society of America, IDWeek, poster, 2014. Philadelphia, PA,
USA.

Ashar FN, Zhang Y, Moes A, Grove ML, Wilsdon AG, Chaves PH, Coresh J, Newman AB, Bandeen-Roche K,
Boerwinkle E, Walston JD, Guallar E, Arking DE. Mitochondrial DNA Copy Number as a Predictor of
Cardiovascular Disease. Circulation 130 (S2), A19318. American Heart Association, poster, 2014. Chicago, IL,
USA.

33



19.

20.

21.

22.

23.

24,

25.

26.

27.

28.

Aslibekyan S, Demerath EW, Mendelson M, Zhi D, Guan W, Liang L, Sha J, Pankow JS, Liu C, Irvin MR, Fornage
M, Hidalgo B, Lin LA, Thibeault KS, Bressler J, Tsai MY, Grove ML, Hopkins PN, Boerwinkle E, Borecki IB,
Ordovas JM, Levy D, Tiwari HK, Absher DM, Arnett DK. Epigenome-wide study identifies novel methylation
loci associated with body mass index and waist circumference. Circulation 130 (S2), A12389. American Heart
Association, poster, 2014. Chicago, IL, USA.

Graff M, Xue L, Kilpeldinen TO, Justice A, Winkler T, Young KL, Scott R, Qi Q, Hadley D, Mahajan A, Ahluwalia
TS, Chu AY, Czajkowski J, Qi L, Ngwa J, Haller T, Monda KL, Zillikens MC, Grove M, Heard-Costa NL, Franks
PW, Borecki IB, Loos RJ, North KE, Cupples LA. A genome-wide meta-analysis of the combined influence of
physical activity and genetic variants on body fat distribution in 94,779 individuals of European descent.
Circulation 129 (S1), A49. American Heart Association, poster, 2014. Chicago, IL, USA.

Rahbar MH, Samms-Vaughan M, Ma J, Bressler J, Loveland KA, Ardjomand-Hessabi M, Dickerson AS, Grove
ML, Shakespeare-Pellington S, Beecher C, McLaughlin W, Boerwinkle E. Interaction between GSTT1 and
GSTP1 as a modulator of risk for Autism Spectrum Disorders. Translational Science, poster, 2014.
Washington, DC, USA.

Grove ML*, Volcik K, Brown E. Interaction of immune-related genetic polymorphisms and breastfeeding
duration with Helicobacter pylori prevalence: the Pasitos Cohort Study. American Society of Human
Genetics, poster, 2014. San Diego, CA, USA.

*Best Poster Award, DNA Genotek

Borecki IB, CHARGE Adiposity Working Group. Exome chip scan of 74,000 subjects of European descent and
18,000 subjects of African descent identify novel genes with functional mutations influencing adiposity
traits. American Society of Human Genetics, oral presentation, 2013. Boston, MA, USA.

Jakobsdottir J, van der Lee SJ, Bis JC, Chouraki V, Smith AV, DeStefano AL, Amin N, Launer, L, Ibrahim-
Verbaas CA, lkram MA, Hofman A, Uitterlinden AG, O’Donnell CJ, Grove ML, Boerwinkle E, Fitzpatrick AL,
Psaty B, Seshadri S, Gudnason V, van Duijn CM. Functional rare genetic variation in Alzheimer’s disease: an
exome-wide association study in the CHARGE consortium. American Society of Human Genetics, oral
presentation, 2013. Boston, MA, USA.

Demerath EW, Guan W, Pankow JS, Grove ML, North KE, Fornage M, Bressler J, Mosley TH, Boerwinkle E.
Genome-wide methylation study of body mass index (BMI) in African American adults: preliminary data
from the ARIC study. Circulation 127 (S12), A052. American Heart Association, 2013. Dallas, TX, USA.

Rahbar MH, Samms-Vaughan M, Dickerson AS, Loveland KA, Ardjomand-Hessabi M, Bressler J, Shakespeare-
Pellington S, Grove ML, Pearson DA, Boerwinkle E. Role of vegetables and seafood consumption in blood
manganese concentrations in Jamaican children with and without Autism Spectrum Disorders. The
International Meeting for Autism Research, oral presentation, 2013. Donostia, San Sebastian, Spain.

Grove ML, Cochran BJ, Haritunians T, Bis JC, Taylor KD, Hansen M, O’Donnell CJ, Rotter JI, Boerwinkle E, and
the CHARGE Exome Chip Genotyping Committee. Best practices and joint calling of the Illumina
HumanExome BeadChip: the CHARGE consortium. American Society of Human Genetics, poster, 2012. San
Francisco, CA, USA.

Rahbar MH, Samms-Vaughan M, Dickerson AS, Loveland KA, Ardjomand-Hessabi M, Bressler J, Shakespeare-
Pellington S, Grove ML, Pearson DA, Boerwinkle E. Role of vegetables and seafood consumption in blood
manganese concentrations in Jamaican children with and without Autism Spectrum Disorders. 6th
Conference on Health Issues in Arab Communities, poster, 2012. Dearborn, Ml, USA.

34



29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

Rahbar MH, Samms-Vaughan M, Loveland KA, Ardjomand-Hessabi M, Bressler J, Pearson DA, Chen Z, Grove
ML, Shakespeare-Pellington S, Bloom K, Boerwinkle E. Metabolic Genes and Blood Lead Concentrations in
Jamaican Children with and without Autism Spectrum Disorders. Am J Epidemiol 175, S126. Society for
Epidemiologic Research, poster, 2012. Minneapolis, MN, USA.

Rahbar MH, Samms-Vaughan M, Loveland KA, Ardjomand-Hessabi M, Chen Z, Bressler J, Pellington S, Grove
ML, Bloom KM, Pearson DA, Lalor GC, Boerwinkle E. Seafood Consumption and Blood Mercury
Concentrations in Jamaican Children with and without Autism Spectrum Disorders. The International
Meeting for Autism Research, poster, 2012. Toronto, Ontario, Canada.

Rahbar MH, Samms-Vaughan M, Ardjomand-Hessabi M, Loveland KA, Dickerson A, Chen Z, Bressler J,
Shakespeare-Pellington S, Grove ML, Wirth J, Bloom K, Pearson DA, Boerwinkle E. Blood arsenic
concentrations of Jamaican children with and without Autism Spectrum Disorders. Translational Science,
poster, 2012. Washington, DC, USA.

Rahbar MH, Samms-Vaughan M, Loveland KA, Boerwinkle E, Bressler J, Pearson DA, Assassi P, Pellington S,
Beecher C, Grove ML, Ardjomand-Hessabi M, Bloom K. Paternal and maternal age are jointly related to
autism spectrum disorders in Jamaican children. The International Meeting for Autism Research, poster,
2011. San Diego, CA, USA.

Rahbar MH, Loveland KA, Samms-Vaughan M, Boerwinkle E, Bressler J, del Junco D, Pearson DA, Assassi P,
Pellington S, Grove ML, Bloom K, Beecher C, Brooks K, Ardjomand-Hessabi M. Gene-environment related
epidemiological research on autism in Jamaica. The International Meeting for Autism Research, poster,
2010. Philadelphia, PA, USA.

Bell RJ, Herring S, Grove ML, Boerwinkle E, Braun MC, Doris PA. Genetic architecture of hypertensive renal
injury in the spontaneously hypertensive rat (SHR-SP). American Society of Nephrology Renal Week, poster,
2009. San Diego, CA, USA.

Bell R, Dmitrieva R, Herring S, Grove ML, Boerwinkle E, Doris PA. Renal injury and blood pressure in SHR-A3
are controlled by genomic loci affecting Tcf2 splicing. Hypertension 54 (4), e45. High Blood Pressure
Research Conference, oral presentation, 2009. Chicago, IL, USA.

Canos D, Avery C, Franceschini N, Maeda N, Muallem H, Heiss G, Grove M, Boerwinkle E, North K. The
consistent effect of low density lipoprotein-receptor mutations on incident coronary heart disease across
strata of APOE alleles: The ARIC study. Am J Epidemiol 167 (11), S70. Society for Epidemiologic Research,
poster, 2008. Chicago, IL, USA.

Knowles JW, Assimes TL, Priest JR, Tabor H, Southwick A, Volcik KA, Boerwinkle E, Grove ML, Sidney S, Risch
N, Irbibarren C, Go A, Myers R, Fortmann S, Hlatky M, Quertermous T. Failure to replicate an association of a
single nucleotide polymorphism in the oxidized LDL receptor gene (ORL1) with CAD. American Heart
Association Young Investigators Forum, poster, 2006. San Francisco, CA, USA.

Dmitrieva RI, Hinojos CA, Boerwinkle E, Grove M, Fornage M, Doris P. Identical by descent mapping of
hypertension genes in SHR. Hypertension 48 (4), e62. Council for High Blood Pressure Research, poster,
2006. Chicago, IL, USA.

35



Internet Resources

UTHealth Core Facilities, Human Genetics Center Laboratory
https://uthealth.corefacilities.org//service center/show external/3992?name=human-genetics-center-

laboratory

UTHealth Rees Scientific (Freezer Monitoring)
https://utsph.bloomfire.com/posts/538642-rees-scientifc-freezer-monitoring

Active Research Support

75N92022D00001 (PI: Couper) 11/15/2022 -11/14/2023 1.20CM
NHLBI / University of North Carolina at Chapel Hill

Atherosclerosis Risk in Communities (ARIC) Study - Coordinating Center

A supplement to the parent contract will allow for extraction of RNA to be provided to the TOPMed program for
RNA sequencing.

Role: Co-Investigator

5R01HL143885 (PI: Gordon-Larson) 11/01/2022 - 3/31/2024 0.48 CM
NHLBI / University of North Carolina at Chapel Hill

Leveraging multi-omics approaches to examine metabolic challenges of obesity in relation to cardiovascular
diseases

This project will provide untargeted metabolome profiles on Coronary Artery Risk Development in Young Adults
(CARDIA) Study samples.

Role: Consortium Principal Investigator

5R01AG072592 (PI: Hyacinth) 09/15/2021 - 05/31/2023 1.20CM
NIA / University of Cincinnati

Cerebral small vessel disease burden and racial disparity in vascular cognitive impairment and Alzheimers
disease and its related dementias

The University of Texas Health Science at Houston, School of Public Health will be responsible for genotyping of
~1,900 samples for five selected variants in the Apolipoprotein E and Triggering Receptor Expressed on Myeloid
Cells 1 genes and a quality control array to ascertain ethnicity and gender.

Role: Consortium Principal Investigator

HHSN2682018000021/75N92022F00001 (PI: Abecasis) 04/01/2022 - 03/31/2023 1.02CM
NHLBI / University of Michigan

Tran-Omics for Precision Medicine (TOPMed) Informatics Research Center (IRC)

Deliverables for this contact include quality control and preliminary analysis of structural variants from whole
genome sequencing data, metabolomics and methylation data provided by TOPMed.

Role: Co-Investigator

HHSN268201600033I (PI: Gibbs) 09/25/2020 -09/24/2024 2.40 CM
NHLBI / Baylor College of Medicine

TOPMed Centralized Omics Resource (CORE)

Task 5 will provide targeted and non-targeted metabolite profiling for plasma or serum samples from individuals
included in designated NHLBI Trans-Omics for Precision Medicine (TOPMed) program Project Studies.

Role: Co-Investigator
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1R01AR073178-01 (PI: Tin) 09/01/2018 — 11/30/2023 1.20CM
NIH / University of Mississippi Medical Center

Identifying Novel Biological Pathways for Gout by Integrating DNA Methylation and Genetics

The Human Genetics Center Laboratory will run the MethylationEPIC array on 1,300 samples in order to
characterize methylation and evaluate epigenetic patterns associated with gout.

Role: Consortium Principal Investigator

1R01AG061022-01 (mPI: Gonzales/Fornage) 03/15/2019-01/31/2024 0.60 CM
NIH / University of California-San Diego

Neurocognitive Aging, MCl and Alzheimer’s Disease DNA Methylation Among Diverse Latinos

In this project we will ascertain genome-wide methylation measurements in a subset of Hispanic Community
Health Study / Study of Latinos (HCHS/SOL) participants in order to determine epigenetic profiles of
neurocognitive traits.

Role: Co-Investigator

1R01HL141824-01 (PI: Yu) 04/01/2018 - 03/31/2023 0.60 CM
NIH / NHLBI

Metabolic Signatures Underlying Cardiac Function for Heart Failure in Multi-Ethnic Populations

The goal of this project is to use multi-omics technologies to identify novel genetic determinants and metabolic
signatures associated with cardiac dysfunction and heart failure risk.

Role: Co-Investigator

1R01DK116028-01 (PI: Sotres-Alvarez) 07/01/2020 - 06/30/2023 0.60 CM
NIH / University of North Carolina at Chapel Hill

Preconceptional Health of Latinas and its Association with Child Adiposity

The Human Genetics Center (HGC) Laboratory at the University of Texas Health Science at Houston, School of
Public Health will be responsible for DNA isolation and genotyping of 444 Hispanic Community Health Study /
Study of Latinos (HCHS/SOL) children.

Role: Consortium Principal Investigator

1R01HL148050 (PI: Ballantyne) 07/01/2019 - 06/30/2023 0.60CM
NIH / Baylor College of Medicine

Clonal Hematopoiesis in Humans: Determinants of Development and Progression

This project will assess the association of hematopoeitc cell mutations with cardiovascular disease in an ethnically
diverse cohort.

Role: Co-investigator

U01 HL096812 (mPI: (Coresh/ Gottesman) 09/26/2019 - 12/30/2023 0.60 CM
NIH / Johns Hopkins University

ARIC Neurocognitive Study (ARIC-NCS) Renewal

This renewal, including ARIC visits 8-11 (2020-2023) will build upon our prior studies, which demonstrated the
importance of midlife vascular risk factors in the development of cognitive decline and dementia, by also
considering factors associated with maintenance of both cognitive and physical function. Finally, this study will
identify potential targets for prevention by evaluating a concept called cognitive reserve, which refers to
maintenance of cognitive function despite abnormalities seen on brain imaging; this set of studies could
contribute to prevention and reduction in the worldwide burden of Alzheimer’s and other dementias.

Role: Co-investigator
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RO1DK124399 (PI: Grams) 03/01/2022 -2/28/2023 0.90CM
NIH / New York University

Integrative Omics, Chronic Kidney Disease, and Adverse Outcomes in Older Adults

The objective of the proposed research is to apply an integrated approach combining genetics, epigenetics,
proteomics, and metabolomics in a deeply phenotyped cohort to yield novel insights into the pathogenesis and
prognosis of chronic kidney disease, and potentially uncover novel targets.

Role: Co-investigator

Completed Research Support

Gift account (PI: Boerwinkle) 09/01/2016 - 08/31/2023 0.36 CM
John L. Hern (JLH) Foundation

Stay Off the List!

For this project, we propose to develop novel predictive methods and a mechanistic understanding of the
development of end-stage heart and kidney failure to prevent the need for transplants in many patients.

Role: Co-Investigator

1R01HL154385 (PI: Andrade) 08/15/2020 - 06/30/2022 0.60 CM
NHLBI / University of Washington

Structural and Nucleotide Variation as Genomic Risks for Venous Thrombosis: TOPMed and INVENT
Collaboration

In this project we will validate structural variants associated with venous thrombosis that will be discovered from
TOPMed studies using the analysis commons.

Role: Co-investigator

R01MDO013349 (MPI: Aiello & Harris) 07/01/2018 - 07/31/2022 0.60 CM
NIH / University of North Carolina at Chapel Hill

The Add Health Epigenome Resource: Life Course Stressors and Epigenomic Modifications in Adulthood

This research will assess epigenome-wide DNA methylation patterns by life exposure to psychosocial stressors in
adulthood.

Role: Co-Investigator

RP180166 (PI: Hildebrandt) 03/01/2018 - 02/28/2022 0.60 CM
CPRIT

Molecular Mechanisms of Anthracycline Response in Cardiomyocytes and Link to Genetic Susceptibility to
Cardiotoxicity in Long-term Childhood Cancer Survivors

This proposal will test the hypothesis that functional changes occur in the human cardiomyocyte following
exposure to anthracyclines and that identification of the key mediators of these molecular mechanisms can
provide a biological link to genetic susceptibility to cardiotoxicity in long-term childhood cancer survivors
previously treated with anthracyclines.

Role: Co-Investigator

RO1HL131136-S1 (Boerwinkle) 9/5/2018 - 11/30/2020 0.60 CM
NIH / NHLBI

Epigenetics of Successful Aging - Administrative Supplement

This supplement will make available and analyze TOPMed and related data in an “Analysis Commons” where
harmonized phenotype, genome sequence and other-omics data from multiple studies are brought together,
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analyzed and interpreted to promote novel gene and variant discovery.
Role: Co-Investigator

4R00HL130580-03 (PI: Justice) 04/01/2016 — 08/31/2020 0.60 CM
NIH / NHLBI / Geisinger Health System

Sex- and Smoking- Specific DNA Methylation Signatures of Central Adiposity Change

This project will examine differential epigenetic effects on central adiposity by age and time, and to examine the
causal relationships between central adiposity change, methylation, and environmental exposures.

Role: Consortium Principal Investigator

RO1DK101505 (PI: Kelly) 08/21/2015 - 05/31/2020 0.96 CM
NIH / Tulane University

Whole-exome Sequencing Study of Diabetic Nephropathy

The overall objective of the proposed study is to identify novel genes and functional variants associated with
diabetic nephropathy (DN) by conducting whole-exome sequencing, follow-up targeted sequencing, and
replication studies among DN cases and controls of African and European ancestry.

Role: Co-Investigator

2P01CA138338-06 (PI: Hecht) 09/21/2016 — 08/30/2021 0.60 CM
NIH / U of Minnesota

Mechanisms of Ethnic/Racial Differences in Lung Cancer Due to Cigarette Smoking

The Human Genetics Center Laboratory will process ~400 samples using the MethylationEPIC array s in order to
characterize methylation differences in lung cancer cases that may be due to cigarette smoking.

Role: Consortium Principal Investigator

5R01ES022165 (PI: Rabhar) 09/12/2013 - 04/30/2019 0.60 CM
NIH / NIEHS / NICHD / FIC

Epidemiological Research on Autism in Jamaica - Phase Il

This case/control study assesses the role of heavy metals and genetic variation in Jamaican children with Autism
Spectrum Disorders.

Role: Program Manager — Research

Gift account (mPl:Northrup/Sing Au/Hixson/Morrison) 12/01/2016 - 11/30/2018 0.36 CM
UTHealth President’s Collaborative Research Award

Unlocking the Mysteries of Neural Tube Defects

This project aims to investigate folate deficiency in relation to neural tube defects using multi-omics approaches
in human cell models.

Role: Co-Investigator

5R21DK112087-02 (PI: Tin) 09/01/2017 - 08/31/2018 0.96 CM
NIH / Johns Hopkins University

Risk of Chronic Kidney Disease Associated with GSTM1 Deletions

The Human Genetics Center Laboratory will be responsible for genotyping of 200 samples using a quantitative
PCR assay to identify significantly associated metabolites with GSTM1 copy number or APOL1 G1 and G2 risk
variants.

Role: Consortium Principal Investigator

S5U01HL120393-04 (PI: Rice) 03/01/2018 - 08/31/2018 0.60 CM
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NIH / U of Washington

Annotation of dbGaP Variables for TOPMed

In this project we will annotate Atherosclerosis Risk in Communities (ARIC) phenotype variables that reside in the
database of Genotypes and Phenotypes (dbGaP) for categorization within the NIH Commons.

Role: Consortium Principal Investigator

5U01AG049506-03 (PI: Boerwinkle) 06/15/2014 - 05/31/2018 0.60 CM
NIH / NIA

Sequence-based Discovery of AD Risk & Protective Alleles

This project seeks to identify genes from whole genome sequence data associated with increased risk of or
protection from Alzheimer's Disease.

Role: Program Manager - Research

5UL1TR000371-09 (PI: McPherson) 06/27/2012 - 05/31/2018 0.60 CM
NIH / NCATS

Center for Clinical and Translational Sciences

The goal of the Center for Clinical and Translational Sciences (CCTS) is to facilitate clinical and translational
research at The University of Texas Health Science Center at Houston, The University of Texas M.D. Anderson
Cancer Center, and the Memorial Hermann Hospital System.

Role: Program Manager — Research

1R21DK112087-01 (PI: Grams) 04/01/2017 - 03/31/2018 0.60 CM
NIH / Johns Hopkins University

Metabolomics and Genomics in African Americans with CKD

The Human Genetics Center Laboratory will be responsible for genotyping 800 samples with the Multi-Ethnic
Global (MEG) genotyping array further understand the relationship between genomics and chronic kidney disease
progression in African Americans.

Role: Consortium Principal Investigator
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