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SUMMARY

Trained Epidemiologist working on genetics and multi-omics underpinnings of complex traits. My research
portfolio reflects diverse interests, including but not limited to metabolic disorders, infectious diseases, and
neurocognitive traits. I am eager to contribute my expertise in investigative research, study design, and
statistical modeling to advance the biological sciences and improve the well-being of individuals in the era of
precision medicine.

EDUCATION AND EXPERIENCE

Education
University of North Carolina at NIDDK Postdoctoral Genetic Epidemiology 2025
Chapel Hill Fellowship
University of Louisville PhD Epidemiology 2020
Johns Hopkins University MPH Public Health 2014
Herat University, Afghanistan MD Medicine 2008

Characterization of the adiposity and inflammation genetic pleiotropy underpinning
cardiovascular risk factors in Hispanic Americans.

Infectious diseases trends in Afghanistan, during the decade of political transition (2004-
2013).

Professional Experience

University of Texas Health Science Center at Tenure-track Assistant Professor 2026-Curr
Houston

University of California, San Francisco, Institute Research ~ specialist ~ (part-time 2025
for Human Genetics remote)

University of North Carolina at Chapel Hill Senior  Postdoctoral ~ Research 2021-2025

Associate

University of Louisville Graduate research assistant 2017-2020
Ghalib Medical Faculty, Afghanistan Adjunct lecturer 2012-2013

Health Technical Support Unit, Afghanistan Master trainer & technical analyst 2011-2013



Coordination of Humanitarian Assistance, Health Program Monitor & 2008-2010

Afghanistan Immunization Officer
Herat Regional Hospital, Afghanistan Physician Trainer 2007-2008
UNICEF-Afghanistan Polio Vaccinator (seasonal 1999-2001
volunteer)

Honors

2017 Doctoral Fellowship Award, University of Louisville

2013 Recipient of Fulbright Scholarship

2012 Certificate of Excellence in Teaching, Ghalib Medical Institute

2008 Certificate of Academic Performance Excellence, Herat University

TEACHING EXPERIENCE

EPID743 Genetic Epidemiology UNC Chapel Hill (Guest Lecturer) 2022-2024
Human Anatomy Ghalib Medical Institute 2012-2013
Instructor for on-the-job training courses for Health Technical Support Unit 2011-2013

healthcare professionals. Courses included (list is
not exhaustive):

1. Infection Prevention Practices

2. Health Management Information System

(HMIS)
3. Expanded Program on Immunization
(Vaccines)

4. Behavioral Change Communication
Integrated Management of Childhood
Illnesses (IMCI)

6. Primary Aids
7. Community Health
8. Family Planning

b

Microsoft Office Package & MS-Windows Private Courses (Part-time Tutor) 1999-2001

Mathematics, Physics, Trigonometry Sultan High School (Volunteering 1999-2001
at lower grade classes)

PRESENTATIONS AND GUEST LECTURES

1. Poster presentation “Proteogenomic prioritization of targetable pathways in human obesity and related multi-
system diseases”, in American Society of Human Genetics (ASHG) annual conference (November 5 to 9,
2024, Denver, CO).



Guest Speaker, presenting “Distinct Obesity Subtypes Characterized: Investigation of Multi-Omics Patterns
Reveals Heterogeneous Nature of Obesity”, in Obesity Week Symposium, November 4, 2024, San Antonio,
TX.

Poster presentation “Exploring Complex Causal Associations Between Severe Obesity and Lipid Species in
Hispanic Americans Using Combined Mendelian Randomization-Network Deconvolution Approach”, in
ASHG annual conference (November 1-5, 2023, Washington, DC).

Poster presentation “Characterization of Transcriptomic Variations and Molecular Pathways Associated With
Type 2 Diabetes In Self-Identified Hispanic American Individuals”, in American Society of Human Genetics
(ASHG) annual conference (October 25 to 29, 2022, Los Angeles, CA).

Poster presentation “Machine Learning Assisted Unsupervised Clustering Identified Obesity Subpopulations
with Distinct Multi-Omics Profiles and Cardiovascular Risk Factors Patterns”, CHARGE conference, Boston
(May 9-11, 2022).

Poster presentation “Adiposity and Inflammation Genetic Pleiotropy Underpinning Cardiovascular Diseases
in Hispanics”, in CHARGE meeting (2021).

Poster presentation “Genetic Underpinning of Adiposity Distribution in Jackson Heart Study”, in American

Society of Human Genetics (ASHG) annual conference (October 15 to 19, 2019, Houston, TX).
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SKILLS
e Programming and statistical analyses using R, e Infectious disease modeling studies.
STATA, and SAS. e Experience with high-dimensional data.
e Familiarity with Python coding, Geographic e Mentorship and teaching.
Information System (GIS), and basic SQL. e  Grant/proposal writing.
e Linux-based coding and bash scripting. e  Working with large-scale bioinformatic/genetic
e Machine Learning methods. databases (e.g., TOPMed, PAGE, UKBB,
e Quality control, pathway, and functional 1000G, dbGap etc.).
annotation analyses of genetic data. e Study conceptualization, design, and leading
e Multi-omics analyses (transcripts, proteomics, investigation.
methylations, metabolites).
EXTRA-CURRICULAR CERTIFICATIONS
e Next Generation Sequencing e Essentials of Python Programming
e R-Programming e Big Data and Genes
e Pathway & Network Analysis for Omics e Machine Learning Boot Camp

Data

PROFESSIONAL SOCIETY & WORKING GROUP MEMBERSHIPS

e American Heart Association (AHA) (2019- e Population Architecture for  Genetic

20) as student trainee. Epidemiology (PAGE), anthropometry
e American Society of Tropical Medicine and working group (2021-current).

Hygiene (ASTMH) (2018-2019). e Cameron County Hispanic Cohort working
e American Society of Human Genetics group (2019- current).

(ASHG) (2019-Current) as student trainee. e Study of  Latinos-Investigation  of
e Affiliated with the following study cohorts: Neurocognitive Aging (SOL-INCA)

TOPMed, PAGE, HCSC/SOL, UKBB, and working group (2025-current).

HPV.

e Trans-Omics for Precision Medicine
(TOPMed), anthropometry working group
(2022-current).

PROFESSIONAL SOCIAL MEDIA PROFILE

1. LinkedIn: Yaser M (Anwar), MB, MPH, PhD - Postdoctoral Research Associate - University of North
Carolina at Chapel Hill | LinkedIn

MENTORING ACTIVITIES (restricting to select recent)

Name Period Trainee Program Mentoring Activity
Lindsey A. Woods 2018-2019 MPH Statistical analysis with SAS
Aylin Memeli 2021-2022 MPH Quantitative study design, Statistical

analyses with R



Samson Okello 2022-2025 Predoctoral Quantitative study design, Application
of genetic epidemiology Methods

Sarah Koenigsberg 2023-2024 PhD Candidate Causal analysis methods, Code
development
Ly Tran 2025-Present Undergraduate GWAS, Gene mapping, Enrichment
Research Intern Analysis
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