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M.Sc., Molecular Approaches in Health Sciences 2012 -2013
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Assistant Professor 2022 — Present
UTHealth Houston — School of Public Health — Department of Epidemiology
* Developing CRISPR-based technologies to fight vector-borne diseases and investigating human rare diseases.

Postdoctoral Scientist 2017 — 2022
University of California San Diego (UCSD) — PI: Dr. Valentino Gantz
* Developed CRISPR gene-drive technologies to combat vector-borne diseases.

Ph.D. Student in Biomedicine and Biotechnology 2013 - 2017
Principe Felipe Research Center, Valencia, Spain — PI: Dr. Maximo Ibo Galindo Orozco
+ Used Drosophila and cell-culture models to study rare neurodegenerative diseases affecting mitochondrial
biology.

Visiting Graduate Student 2016
Johannes Gutenberg University Mainz, Germany — PI: Prof. Axel Methner
« Studied neuronal cell culture and links between neurodegeneration and insulin signaling in Charcot-Marie-Tooth
disease.

Master's Student 2012 -2013
Biomedicine Institute of Valencia (CSIC), Valencia, Spain
* Investigated Drosophila GDAP1 and mitochondrial dynamics in Charcot-Marie-Tooth disease.

NIH RO1AI187493, Principal Investigator

National Institutes of Health (NIH) 2024 — Present
University of Texas Rising Star Award 2022 — 2025
UCSD Global Health Institute grant — CRISPR tools in Culex mosquitoes 2020 — 2021
NIGMS grant — Scientific Writing course, Cold Spring Harbor Laboratory 2019
Ph.D. thesis dissertation, Cum laude 2017
Travelling Fellowship, The Company of Biologists 2016
Young Scientist Meeting Travel Grant 2014

VIl Scientific “City of Valencia” Award for the Master Dissertation 2013
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Gordon Research Conference — Genetic Biocontrol, Maine, US 2026
Cas12a-Based Technologies for Managing Mosquito Populations

American Society of Tropical Medicine and Hygiene (ASTMH) Annual Meeting, Toronto, Canada, 2025
CRISPR-Based Strategies for Managing Mosquitoes and Fighting Vector-Borne Diseases

International BEACONS Meeting, New Orleans, USA, 2024
Advancing CRISPR-Based Genome Editing Strategies for Managing Mosquito Populations

60th Annual Drosophila Research Conference, Dallas, USA, 2019
A trans-complementing gene drive system for laboratory investigation and potential field deployment

Imperial College London — Department of Life Sciences, Seminar Series, London, UK 2026
CRISPR/Cas12a-Based Strategies for Vector Control

University of Cambridge — Mitochondrial Biology Unit, Seminar Series, Cambridge, UK 2026
CRISPR/Cas12a-Based Strategies for Vector Control

Texas A&M University — Department of Entomology, Seminar Series, College Station, TX 2025
CRISPR-Based Technologies for Controlling Mosquito Populations

University of North Texas — BioFrontiers Biology Seminar, Denton, TX 2024
Editing Genes, Eliminating Diseases: A New Era in Mosquito Control

Mosquito BEACONS — Invited Seminar/Working Group — 2023
CRISPR-based Technologies for Vector Control

Universidade Federal do Rio de Janeiro — Graduate CRISPR Course, Rio de Janeiro, Brazil 2023
CRISPR-based Technologies for Vector Control

MD Anderson — Department of Genetics Research Exchange Series, Houston, TX 2022
CRISPR-gene drive technologies for population engineering and beyond

UT Brown Foundation Institute of Molecular Medicine Seminar Series, Houston, TX 2022
CRISPR-gene drive technologies for population engineering and beyond

1. Method and composition for temperature controllable insect suppression or modification (W02023064084A1)
2. Methods for delaying CRISPR action and improve gene drive effectiveness (W02023060058A1)
3. Nickase gene drive system and method of use thereof (W02023064706A1)



